
logo MI
K
H
KI LV I

VDDHPAVMREGTKATI LEATDEPSGNI
L
K
SVDCLDSPEPPYSTEVEQAF IKNNQHIDFLSPSFYDLVI LMDLNLGGDE I

VNGME I
LSKQTI

V
I
L
H
Q
E
KNHPHSCKI

NTDB id 402104 GMB29 RS22810 WP 136352624.1 MIHILVVDDHPAVREGTKAILEAEPGIKVDCLDPPYTVEAINNIDLSPFDVILMDLNLG.DINGMEISKTVIHKNHSCKI 79
NTDB id 90 BSU 31680 NP 391046.1 MKKILVIDDHPAVMEGTKTILETDSNLSVDCLSPEPSEQFIKQHDFSSYDLILMDLNLGGEVNGMELSKQILQENPHCKI 80
consensus ! *!!!*!!!!!! !!!! !!! ** * !!!! !*** ! **! !**!*!!!!!!!!***!!!!*!! *** ! *!!!
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NTDB id 402104 GMB29 RS22810 WP 136352624.1 ILYTGYDVWDYFDEAIRIGIHGAVSKTESKKKLLTYIHHAIEGDIVVPYQYFKNLLSQKQAEMIETNS.DRQDFNEREKA 158
NTDB id 90 BSU 31680 NP 391046.1 IVYTGYEVEDYFEEAIRAGLHGAISKTESKEKITQYIYHVLNGEILVDFAYFKQLMTQQKTKPAPSSQKEQDVLTPRECL 160
consensus !*!!!!*! !!!*!!!! !*!!!*!!!!!! !* !!*! * !*!*!** !!!*!**! * ** ** *!!*
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NTDB id 402104 GMB29 RS22810 WP 136352624.1 ILQEVEKGLTNQEIADHLHLSKRSIEYSLTAIFNKLNVSTRTEAVLIAKAEGIID 213
NTDB id 90 BSU 31680 NP 391046.1 ILQEVEKGFTNQEIADALHLSKRSIEYSLTSIFNKLNVGSRTEAVLIAKSDGVL. 214
consensus !!!!!!!! !!!!!!!*!!!!!!!!!!!!! !!!!!!! *!!!!!!!!! *!***
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