
logo MLAELS IKNFAI I EAELTI
VSFEKRGLTVLTGETGAGKS I I IDA IHSLLAVGAGRGSSEFVRYGEAKKRAELEGLFLLDEDSDGHHPVLYGSKV

NTDB id 402092 GMB29 RS19075 WP 136352993.1 MLAELSIKNFAIIEALTISFEKGLTVLTGETGAGKSIIIDAIHLLAGARGSSEFVRYGEKRAELEGLFLLDDDHHPVYSK 80
NTDB id 352 BSU 24240 NP 390304.2 MLAELSIKNFAIIEELTVSFERGLTVLTGETGAGKSIIIDAISLLVGGRGSSEFVRYGEAKAELEGLFLLES.GHPVLGV 79
consensus !!!!!!!!!!!!!! !!*!!!*!!!!!!!!!!!!!!!!!!!!*!! !*!!!!!!!!!!! *!!!!!!!!!* **!!!

logo CAEEFQGIDVSDEGMIVLMRRDI
LSSTSGKS IVCR I

VNGKLVTI
LA I

SLRE IGQRLYLLVDIHGQHDNQELLMENADDENHLQSLLDKQFYAGGAQEKVEKQSAL
NTDB id 402092 GMB29 RS19075 WP 136352993.1 CEEFGIDVSDGMIVLRRDLSSSGKSICRINGKLVTLAILREIGQYLVDIHGQHDNQELMNADNHLSLLDQYGGQKVKQAL 160
NTDB id 352 BSU 24240 NP 390304.2 CAEQGIDVSDEMIVMRRDISTSGKSVCRVNGKLVTIASLREIGRLLLDIHGQHDNQLLMEDENHLQLLDKFAGAEVESAL 159
consensus ! ! !!!!!! !!!*!!!*!*!!!!*!!*!!!!!!*! !!!!! !*!!!!!!!!! !! *!!! !!! **! ! !!

logo

E
K
I
TYQRDEGI FYKQNRYDVKMLLRKKI

L
K
TQLSDENSEQEMAHRLDL ILQFQLDEE I ESAEKLEKLPNEDEVLQLLQEEKRNQQIASNFEKI

VYDESLHQNASYNALHRGS
NTDB id 402092 GMB29 RS19075 WP 136352993.1 EIYRDIFKNYDMLRKKITQLSDNEQEMAHRLDLLQFQLDEIESAELKPNEDVLLLEEKNQIANFEKVYDSLHNSYNALHG 240
NTDB id 352 BSU 24240 NP 390304.2 KTYQEGYQRYVKLLKKLKQLSESEQEMAHRLDLIQFQLEEIESAKLELNEDEQLQEERQQISNFEKIYESLQNAYNALRS 239
consensus ! * * ! ! !!* !!!* !!!!!!!!!!*!!!!*!!!!! ! *!!! ! !!**!! !!!!*!*!!*! !!!!*

logo EHQGKGLDWVGHMAMSASNQLEDI
V
A
S
D
S INEPTLKGKLMSESTI

VSNASYYLLEDALSTFYQMVRNEMLDEESLEFDPERLNFYI
VESTRLNE IKNHQLKRKYGAQT

NTDB id 402092 GMB29 RS19075 WP 136352993.1 EHKGLDWVGHAMSNLEDVASINETLKGLSETISNAYYLLEDLSYQVRNELESLEFDPERLNFVESRLNEINHLKRKYGQT 320
NTDB id 352 BSU 24240 NP 390304.2 EQGGLDWVGMASAQLEDISDINEPLKKMSESVSNSYYLLEDATFQMRNMLDELEFDPERLNYIETRLNEIKQLKRKYGAT 319
consensus !* !!!!!!*! *!!!* !!!*!! *!!**!! !!!!!! **!*!! !* !!!!!!!!!**!*!!!!! *!!!!!! !

logo VEDE I LEVYASASKI EEE IDQTI EQNRDESHLDQKSLKQKELDQS IVGLKQDLVAS IVEAAKNVSTQS IRKNNTW
YAKI

KLAIDEE IHRELKESLYMEKSTTFDTVENFKS
NTDB id 402092 GMB29 RS19075 WP 136352993.1 VEEILVYSAKIEEEIDTIQNRESHLDKLQKELQSILQDLSIEAKNVTSIRNNYAKILIEEIHRELKELYMEKTTFDVNFS 400
NTDB id 352 BSU 24240 NP 390304.2 VEDILEYASKIEEEIDQIENRDSHLQSLKKELDSVGKDVAVEAANVSQIRKTWAKKLADEIHRELKSLYMEKSTFDTEFK 399
consensus !!*!! ! !!!!!!! ! !!*!!! ! !!! !* !* *!! !!* !! *!! ! *!!!!!!! !!!!!*!!! !
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M
T
A
T
A
S
E
RNEEAPLVNGQEPLVKQLYTAEQSGIDELVEKFLYI

LSTNPTGEPLKPSLNSKTVASGGELSR I
VMLAI

MKS I FSQSHQQDGI
VTS I I FDEVDTG

NTDB id 402092 GMB29 RS19075 WP 136352993.1 SKMTAEN.........ELKYTASGIDEVEFYLSTNPGEPLKPLNKTASGGELSRIMLAMKSIFSQHQGITSIIFDEVDTG 471
NTDB id 352 BSU 24240 NP 390304.2 VRTASRNEEAPLVNGQPVQLTEQGIDLVKFLISTNTGEPLKSLSKVASGGELSRVMLAIKSIFSSQQDVTSIIFDEVDTG 479
consensus * !*********** ! !!! ! ! *!!!*!!!!!*! ! !!!!!!!!*!!!*!!!!! *! *!!!!!!!!!!!

logo VSGRVAQAIAEKIHYKRVS IGSQVLC ITHLPQVAAMADTHLYIAKEQLTKDSGRTKTTRSVKPLASDKEQEKI
V
A
KE IGRMIAGVEVTDELSTK

NTDB id 402092 GMB29 RS19075 WP 136352993.1 VSGRVAQAIAEKIYRVSIGSQVLCITHLPQVAAMADTHLYIAKQTKSGRTKTSVKPLADEEKIKEIGRMIAGVEVTELSK 551
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
consensus !!!!!!!!!!!!!**!!!!!!!!!!!!!!!!!!!!!!!!!!!! ! !!! ! !!!! !!* !!!!!!!!!!!!*!*!



logo

E
RHAKELLKSLQADHQTSVKGTTG

NTDB id 402092 GMB29 RS19075 WP 136352993.1 EHAKELLSLAHTSKG.. 566
NTDB id 352 BSU 24240 NP 390304.2 RHAKELLKQADQVKTTG 576
consensus !!!!!! !* ! **

X non conserved

X similar

X ≥ 50% conserved


