
logo MKRI F IHNLPTWLGDATVMASAPAI
LYATIKEHKFKNDAEQF ILFLYGSFVSTAQLVFKENFPQNCSKI

V I IVENKKLQSRYKSQAI FLKSLRKELGKEKFIDLASFIAS
NTDB id 401863 GLS60 RS05255 WP 070256444.1 MRIFINLPTWLGDAVMASAAIYAIKEKFNDAEFLFYGSFVSTQVFKNFQNCKVIVENKKQRYSQIFKLRKELKEFDLAIS 80
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFA 80
consensus !*!!!*!!!!!!! !!!!*!*! !!!*! !! !* !!!!!!! *!! !*!*!*!*!!! !! ! !!!!! !!

logo FRSAFSSKI
L I LHFI ILKATKQRFYFFDKNKQNYKENDEHQVLKYLKYF I ENQI

SLDSFIKAHNFSKNDSLKLPFIKALKFQNPL I LKRNSGTKKI LG I
LNAPGA

NTDB id 401863 GLS60 RS05255 WP 070256444.1 FRSAFSSKLILHFIKAKQRFFFDKNQNKNDHQVLKYLKFIEQILDFKANSNSLKLPIKA........KSTKKILGINAGA 152
NTDB id 1241 Cj1148 YP 002344539.1 FRSAFSSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGA 160
consensus !!!!!!!!*!!! *! !!!*!!!!! ! *!!!!!!! !!!* ! !!* !!!! ! ********* !!!!!*!*!!

logo

H
S
F
YGSAKRWDEASYFAKRVAKLENFSHQSTHDKI L I FGAVEGKASEKQEKI

LCDNE I EYNQI
LLKLENDQGNIKAVKNLCGNKTSTI FKTLCKQNIASFMCLDLFL ITNDS

NTDB id 401863 GLS60 RS05255 WP 070256444.1 HYGSAKRWEASYFARVAKEFSHTHKILIFGVE.SEKKICDEIENLLLNDGIKAKNLCGKTSIFTLCKNISMLDLLITNDS 231
NTDB id 1241 Cj1148 YP 002344539.1 SFGSAKRWDASYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDS 240
consensus **!!!!!!*!!!!!*!! !!**! !!!!! * ! *! !! **! !! !!!! !!*! !!! !! *!! !!!!!

logo GPMHI
L
G
SAVYGKVKTVAI

VFGPSTKFSTQTSPWQENENAKI
L
A
VHLDNLACMPCMQKTVCPLKHHKCMKDLKPEKVVI ENLQAKNLLGKNVSHL

NTDB id 401863 GLS60 RS05255 WP 070256444.1 GPMHIGAVYGVKTVAVFGSTKFSQTSPWQE.NAKIAHLNLACMPCMQKVCPLKHHKCMKDLKPEVVINLAKNLLGV... 306
NTDB id 1241 Cj1148 YP 002344539.1 GPMHLSAVYKVKTVAIFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !!!!* !!! !!!!!*!!*!!!*!!!!!! *!!!* !! !!!!!!!!! !!!!!!!!!!!!!!! !! !!!!! ***

X non conserved

X similar

X ≥ 50% conserved


