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LD eV LY 8 TR LTS D e

MBEKLVE KD EISFGEGHKKFVAV NANFFINKGETFSLVGESGSGKTTIGRAIIGLN TS|SGEIIFDG KINGISSSHISERRIDL
MPEKLVEVKDVEISFGEGHKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGRILSHSEKNDL
MPEKLVEVKDVEISFGEGRKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHSEKNDL
MPEKLVEVK VEISFGEGKKFVAVHNANFFINKGETFSLVGESGSGKTTIGRAIIGLNDTSNGEIIFDGKKINGYLSHSEKNDL

A 6 5

IRRIQMIFQDPAASLNERATVDYI SEGLYN HL KDEE RK|J#K [Nl I EVGLL|SQEHLTRYPHEFSGGQRQRIGIAR LVM PD
IRRIQMIFQDPAASLNERATVDYILSEGLEINFHLYKDEE RKAKIKIMIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD
IRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEE RKAKIKIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD
IRRIQMIFQDPAASLNERATVDYILSEGLYNFHLYKDEE RKAKIKEIIKEVGLLEEHLTRYPHEFSGGQRQRIGIARSLVMQPD

A AL ALLARRREL LIYLE DOV ORAT VAL S

IJVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKG|IVEVAETEEL NNP HPYT
LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP

LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP
LVIADEPISALDVSVRAQVLNLLKKFQKELGLTYLFIAHDLSVVRFISDRIAVIYKGTIVEVAETEELYNNPIHPYTKSLLSAVP

LU GTISCE T ] ANglEiﬁlYBKEQéK
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