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NTDB id 401753 GGC03 RS15290 WP 152472360.1 NVNLAA.......TS...VNASTIAFQVAKLGSDTLLDLELSALQRESRAEVISSPRLITTNKQPAYIEQGTEIPYLEAA 331
NTDB id 1186 GTF74 RS01320 WP 000788426.1 NVNLAS.......TS...ANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS 448
NTDB id 1175 A1552VC RS12105 WP 000788426.1 NVNLAS.......TS...ANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESS 448
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NVNLAA.......TS...PNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESS 457
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NTDB id 1347 HI 0435 AAC22094.1 TRN..DTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAY.GQNEVVSIDKQEINTQVFAKDGETIVLGGVF 383
NTDB id 1373 NTHI RS02645 WP 011272046.1 TRN..DTQSVEFREAVLGLEVTPHISKDNNILLDLLVSQNSPGSRVAY.GQNEVVSIDKQEINTQVFAKDGETIVLGGVF 383
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINSYAQN.G...EAILNKNTINTNVLVNNGETVVLGGVF 656
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAAPN.G...ELILNKNNINTNVLVDNGETVILGGVF 668
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAAPN.G...ELILNKNNINTNVLVDNGETVILGGVF 668
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SSGAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVP...PINKNEVNAKILVNDGETIVIGGVF 660
NTDB id 1284 ACE17W RS12370 WP 010946666.1 SSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFL.GVP...AIITKEIQTNVLVNNGQTIVLGGIY 635
NTDB id 1257 GCO85 RS04855 WP 163621000.1 SSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFL.GVP...AIITKEIQTNVLVNNGQTIVLGGIY 635
NTDB id 401753 GGC03 RS15290 WP 152472360.1 SSGAT...SVNFKKAVLSLKVTPQITSDNRLILDLNVTQDRPGQVVKT.GTGEAVAIDTQRIGTQVLVNNGETIVLGGIY 407
NTDB id 1186 GTF74 RS01320 WP 000788426.1 SSGAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKT.GTGEAVSIDTQRIGTQVLVNNGETVVLGGIF 524
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SSGAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKT.GTGEAVSIDTQRIGTQVLVNNGETVVLGGIF 524
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SSGAT...SVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKT.GTGEAVAIDTQRIGTQVLVNNGETVVLGGIF 533
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NTDB id 1347 HI 0435 AAC22094.1 HDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSEGKK. 445
NTDB id 1373 NTHI RS02645 WP 011272046.1 HDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHILKAGETLEALKQKSAGKK. 445
NTDB id 1009 ACIAD RS15175 WP 004923730.1 EQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 EQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 EQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIG...R...... 714
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 401753 GGC03 RS15290 WP 152472360.1 QHSVSDTVDQVPLLGDIPLLGGLFRRTYQQMGKSELLIFVTPTVVAP................ 454
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 QHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
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