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NTDB id 401699 GFS31 RS00050 WP 198806306.1 MASGIDYSQAYQKAERAYIQGNYQDAAAVIDALAEEYPEDPSVLLLRGHIYCYGLQQYEVASEQYSNVLACTSDSEFVDY 80
NTDB id 1418 SGL RS04210 WP 010871656.1 MATETNFSQLYGLAYAAYGQGNYQEASSHIEQLAADFPEDPNVLLLRGHIYV.GLEQYALAHQAYQGVIRFSDRQDLIDC 79
consensus !!* *!! ! ! !! !!!!!*! *!* !! **!!!! !!!!!!!!!**!! !! *!* ! !* ** * *!*
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NTDB id 401699 GFS31 RS00050 WP 198806306.1 ATTGLDYVSQFLGSAGPPTFDPESIDKTFFDGGENPAFDTLNSSNNGADNWDDDLDLDAFSVDADEATGLMG........ 152
NTDB id 1418 SGL RS04210 WP 010871656.1 ANQALGQIQEEE....PRG............NG.........AKDSLDQDWQSDIDAIDNSMA..WETGVFTEEDFGEPT 132
consensus ! *! * ****!* ************ !********* ! !*! !* ** !!* ********
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NTDB id 401699 GFS31 RS00050 WP 198806306.1 .....GTLAEGTANPFAPLDGGGDTVPDGLKGNPFLAPDADADLAQNGEMSPFGLSNQDPFADADQNLTFDADMGTLATG 227
NTDB id 1418 SGL RS04210 WP 010871656.1 LGRAPSPTNPGMDHPFGR............SSASFGTSGARSYEIENLDWSPEAFTD.........DLDSDDEQTMMPQT 191
consensus ***** * *! *!!************** *! * ! ! * !! * * ********* ! ! * **

logo GEGSTVFVSVFPDPADEFGHDEGVEIAEDSFWAPADLMAADVSSADGDIGGSDTDGMATEVFYAPPDYGQATLWDGGDGDFWSDEAEDFGLSGLMDADEPDEAFLASRNGFGQTATPTLPDTSGRDDY
NTDB id 401699 GFS31 RS00050 WP 198806306.1 GGSVFVSFDDEHDVEESWPAM......ADDGSDDMTVFAPDGALGGDDFSDEDFGSGMDAEDAFSRNGFGTTPTLD.RDD 300
NTDB id 1418 SGL RS04210 WP 010871656.1 GESTFVVPPAFGEGIADFADLAADVSSAGIGGTDGAEYPPYQTWDGGDWSEA...LGLDDPEALA.....QAPTPTSGDY 263
consensus ! ! !! ** ** ** *******! ! ! **! ! !*!* *** !*! **! ***** !!* * !
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NTDB id 401699 GFS31 RS00050 WP 198806306.1 GATGNVDFLDEFSEFDDLGSLPDFELSDSSAGFSPPSV....GSTGFGSMGSGSDFSGGVSAFDLSGSADQTSISDDEIF 376
NTDB id 1418 SGL RS04210 WP 010871656.1 GAGNNLPSFDAFEEG.VEDELSDFNLTDIAPELPDSSLFSQATNLDIGAVGRIDDTQGGDTVVHG.GNAAPPGM...ATW 338
consensus !! !** ! ! ! * !*!! !*! * ***!***** ! *! ! !! * * *! ! ** **** *
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NTDB id 401699 GFS31 RS00050 WP 198806306.1 SIAGGAD..SLPVFAQADDAEVEAPQDQDWLGFLDNAPLPTKNLIIAATAGVAAALSVGVVNAIASSMMPSRDMPKVVHA 454
NTDB id 1418 SGL RS04210 WP 010871656.1 LKPDGAATGDLSSATSPFNDRPTSEVDAGFLGWFTNASLFRKQIYMAIASGVFSGFAVLVLGSIVGLGGTPKDVPAPSGE 418
consensus * !! ** !* * * * ! *!!* !!*!* !** *! !! * ! !* ! ***!*! * *
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NTDB id 401699 GFS31 RS00050 WP 198806306.1 ................................VMALGAGATGFGAAYGAGYLSQRRMRESIRDLQSQFDSVIHQGNLSAR 502
NTDB id 1418 SGL RS04210 WP 010871656.1 TTTEAPAEGAPAEGQAPSQTPEEEPGKPSLLNLAFLTAIATAIGV.FLINRLLMQQIKSIIDDLQNQFESI.YEGNFNVR 496
consensus ********************************* ! ! !!* ! ** ! ** ! !!! !!*!*** !! !
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VLTATTSEAQERKRAAQETQTEKQAVKREDKLQRQVIRLLDDVEGAASRGDLTVQAEVTADEVLGAVADAS
NTDB id 401699 GFS31 RS00050 WP 198806306.1 ATVLSEDEFGRLSSSFNKMARVVLTTTSEAQRKAQEQEQAKEDLQRQVIRLLDDVEGAARGDLTVQAEVTADVLGAVADS 582
NTDB id 1418 SGL RS04210 WP 010871656.1 AKVRSEDELGALTQRFNYISQVILTATSEAQERAATTEKVREKLQRQVIRLLDDVEGASRGDLTVQAEVTADELGAVADA 576
consensus ! ! !!!! ! !* !! * !*!! !!!!! *! ! *! !!!!!!!!!!!!!!! !!!!!!!!!!!!! !!!!!!

logo FNLTIQNLRE IVLQQVKSNVAAKRQVNSKNGNCSKTDENSE I
SFARNSLNSASDALRMQAEELAVTLNSVQLVMTDES I EQRVAENSAREAEEVAHRSTASSLS

NTDB id 401699 GFS31 RS00050 WP 198806306.1 FNLTIQNLREIVQQVSVAARQVSKGSTENEIFARSLSADALRQAEELAVTLNSVQVMTDSIQRVAESAREAEEVARSASS 662
NTDB id 1418 SGL RS04210 WP 010871656.1 FNLTIQNLREIVLQVKNAAKQVNNNCKDSESFARNNSSDALRMAEELAVTLNSVQLMTESIERVAENAREAEEVAHTSSL 656
consensus !!!!!!!!!!!! !! !!*!! * * ! !!! ! !!!! !!!!!!!!!!!!*!!*!! !!!! !!!!!!!!** !

logo TALKGGEASVERTVAGGI LEQIRETVASETATRKVKRLAEASSQE I SKIVALVI SNQIASRTNLLALNAS I EQAARAGEAGRGFAIVAD
NTDB id 401699 GFS31 RS00050 WP 198806306.1 TALKGGESVERTVAGILEIRETVAETTRKVKRLAESSQEISKIVALISNIASRTNLLALNASIEAARAGEAGRGFAIVAD 742
NTDB id 1418 SGL RS04210 WP 010871656.1 TALKGGEAVERTVGGILQIRETVSETARKVKRLAEASQEISKIVAVISQIASRTNLLALNASIQAARAGEAGRGFAIVAD 736
consensus !!!!!!! !!!!!*!!! !!!!! !! !!!!!!!! !!!!!!!!!*!!*!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!

logo EVRQLADRASAKASLSKE I EQIVLQIQSETGGSVMTAMEEGI
TQQVIDEGVTDRKLASEQASKRASLEDI I EQVSNR IDNTVLVRS ITADTVEKQQT

NTDB id 401699 GFS31 RS00050 WP 198806306.1 EVRQLADRAAKASKEIEQIVLQIQSETGGVMTAMEEGTQQVIEGTRLAEQAKRSLEDIIQVSNRIDVLVRSITADTVEQT 822
NTDB id 1418 SGL RS04210 WP 010871656.1 EVRQLADRSAKSLKEIEQIVLQIQSETGSVMTAMEEGIQQVIDVTDKSEQSKRALEDIIEVSNRINTLVRSITADTVKQQ 816
consensus !!!!!!!! !! !!!!!!!!!!!!!!! !!!!!!!! !!!!* ! !! !! !!!!! !!!!! !!!!!!!!!! !

logo ENTSGRAVASNQVMQS IVELTAQETSQEASQRVASGSLQNTLVGS IVASRDLLTSVERFKRVEKSREG
NTDB id 401699 GFS31 RS00050 WP 198806306.1 ETSRAVAQVMQSVELTAQETSQEAQRVSGSLQNLVGVARDLLTSVERFKVEKREG 877
NTDB id 1418 SGL RS04210 WP 010871656.1 ENSGAVSNVMQSIELTAQETSQESQRVAGSLQTLVSISRDLLTSVERFRVESR.. 869
consensus ! ! !! *!!!!*!!!!!!!!!! !!! !!!! !! * !!!!!!!!!!*!! !**
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