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NTDB id 1115 OK783 RS00485 WP 003698035.1 GVKFGATGRKKLKNETSAF......GWGVN..SGFGGGDK..........WEAQTKINLPV.....AA...AANSISL.. 539
NTDB id 1100 NMB RS09455 WP 002225652.1 GVKFGATGKKKLKNDTSAF......GWGVN..SGFGGDDK..........WGAETKINLPI.....TA...AANSISL.. 585
NTDB id 1092 CAD91899.1 1..2286( ) GVKFGATGKKKLKNDTSAF......GWGVN..SGFGGDDK..........WGAETKINLPI.....TA...AANSISL.. 577
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GVRWGVMSTNGSH...SVGGSIESNLWQKGLLAD..............DEFPVDEFLNVNL.....ASTSANASSIAFQV 396
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GVRWGVMSTNGSH...SVGGSIESNLWQKGLLAD..............DEFPVDEFLNVNL.....ASTSANASSIAFQV 396
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GVRWGFTSINGSH...TVGGSIENNLATIGLYDGGGEGDDG.G.....SSVGIDDFLNVNL.....AATSPNATSIAFQV 405
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GIRWGVSRPTHLS.G.TLEGANEL................A.RGTAPANVVPLERRLNLDLAAVPLTGATPASVGIALAK 512
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GIRWGVSRPTHLS.G.TLEGANEL................A.RGTAPANVVPLERRLNLDLAAAPLTGATPASVGIALAK 512
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SN.....GTYT...IERPDNLNVDL.....GVTTTGASSIAFGL 529
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYT...IERPDNLNVDL.....GVSNP.AGSIAFGL 541
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYT...IERPDNLNVDL.....GVSNP.AGSIAFGL 541
NTDB id 401586 GKC70 RS22515 WP 317870991.1 GVRWGAKHGGSP......................................GRSGSELFVDL.....GASAA.TSGIGLGL 230
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GVRWGGAYHKGNWSGYGKDGN.....IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDL.....GAKDA.TSGIGIGF 536
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NTDB id 1115 OK783 RS00485 WP 003698035.1 VRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPD 619
NTDB id 1100 NMB RS09455 WP 002225652.1 VRAISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPD 665
NTDB id 1092 CAD91899.1 1..2286( ) VRAISSGALNLELSASESLSKPKTLANPRVLTQNRKEAKIESGYEIPFTVTSIANGGSSTNTELKKAVLGLTVTPNITPD 657
NTDB id 1186 GTF74 RS01320 WP 000788426.1 AKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKAVLSLKVTPQITPD 473
NTDB id 1175 A1552VC RS12105 WP 000788426.1 AKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSSGAS...TVAFKKAVLSLKVTPQITPD 473
NTDB id 1408 DSB67 RS13980 WP 010643500.1 AKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSSGAT...SVTFKKAVLSLKVTPQITPD 482
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LN..DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLKVTPQITPD 587
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LN..DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLKVTPQITPD 587
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ISL.SDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPD 608
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPD 620
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ISM.SDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPD 620
NTDB id 401586 GKC70 RS22515 WP 317870991.1 VG..SDALLDLQLSAMEKSGNGEIISQPKVVTADKETARILKGTEVPYQQSSKSGAT...SVSFREASLSLEVTPQITPD 305
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IT..DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...STSFKEAALSLEVTPQITPD 611
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NTDB id 1115 OK783 RS00485 WP 003698035.1 GQIIMTVKINKDSPAQ.CASGNNTILCISTKSLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGK 698
NTDB id 1100 NMB RS09455 WP 002225652.1 GQIIMTVKINKDSPAQ.CASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGK 744
NTDB id 1092 CAD91899.1 1..2286( ) GQIIMTVKINKDSPAQ.CASGNQTILCISTKNLNTQAMVENGGTLIVGGIYEEDNGNTLTKVPLLGDIPVIGNLFKTRGK 736
NTDB id 1186 GTF74 RS01320 WP 000788426.1 NRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYE 553
NTDB id 1175 A1552VC RS12105 WP 000788426.1 NRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYE 553
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRSYE 562
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GKILMDLQINQDTPSP.QT..FLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQI 664
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GKILMDLQINQDTPSP.QT..FLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQI 664
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GKILMELNIANDSINS.YA..QNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAK 685
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GKIQMKLDISKDSVAG.AA..PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVK 697
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GKIQMKLDISKDSVAG.AA..PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVK 697
NTDB id 401586 GKC70 RS22515 WP 317870991.1 GKVIMAVRVTKDEPDYANA..LNDVPPIRKNEVNAKVRVADGQTIVIGGVYSTSNSNVVDKVPFLGDLPYVGRLFRRDAL 383
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NRIIVEVKVTKDAPDYQNM..LNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTV 689
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NTDB id 1115 OK783 RS00485 WP 003698035.1 KTDRRELLIFITPRIIDTAGNSLRY......... 723
NTDB id 1100 NMB RS09455 WP 002225652.1 KTDRRELLIFITPRIMGTAGNSLRY......... 769
NTDB id 1092 CAD91899.1 1..2286( ) KTDRRELLIFITPRIMGTAGNSLRY*........ 761
NTDB id 1186 GTF74 RS01320 WP 000788426.1 QMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 QMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 NVGKSELLIFVTPKVVIQ................ 580
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 401586 GKC70 RS22515 WP 317870991.1 QEKKSELLVFLTPRIMNDQAIAVSR......... 408
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TDRKNELLVFLTPRIMNNQAIAIGR......... 714
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