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NTDB id 40145 HMPREF9243 RS00100 WP 013669178.1 MINNVVLVGRLTREVDLRYTQSGTAVANFTVACDRNYRNAQGETQTDFINCVMWRKAAENFAKFTRKGSLVGIEGNIQTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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logo NYENQQGQRVFYVTEVLQVVADENSNVFQSFLLESPRKNSTGTVGTGESQGRPQSGQDGGSADNSQGGNFNYNEFSNGQNSGNSFANDSFNGSGGNSQSYFGGGYNQNQQESPSMNQDSNGPSFTGSG
NTDB id 40145 HMPREF9243 RS00100 WP 013669178.1 NYENQQGQRVYVTEVLANNFSLLEPKSVTEQRPQGSDNG.NNFGNSGNSFANDSFGSNQSFGGYNNQQESPSMNDNSFGG 159
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQS.........NGSQ...............QSGFTS 136
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNS.........GGGQYFGGGQN........DNPFGG 138
consensus !!!!!!!!!!*!!!!*******!!*** **** * *! **! ** ! *** ** ** !**
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NTDB id 40145 HMPREF9243 RS00100 WP 013669178.1 SNDP...FVGGNNNPFPSNDNDGSINIADDDLPF 190
NTDB id 624 LCA RS00040 WP 011373726.1 PQQTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 NQNNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
consensus ** *** * *!***** !*!*!!!!!!

X non conserved

X similar

X ≥ 50% conserved


