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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYR.KLAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFR.RQAEVAGQYLRKGSKVY 77
NTDB id 40106 SL003B RS11190 WP 013652956.1 .MAGSVNKVILVGNLGADPEIRRTQDGKPIANLRIATSESWRDRNTGERRERTEWHRVVIFNEGLCKIAEQYLRKGAKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYG.KLAEVAGEYLRKGSQVY 79
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NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGYGQSQEA.........YQRPAQQSRQPAPD 142
NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGYGQSQEA.........YQRPAQQSRQPASD 142
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGD.FGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGG 152
NTDB id 40106 SL003B RS11190 WP 013652956.1 IEGQLQTRKWQDQSGQDRYSTEVVLQGFNSALTMLDGRGEGGG.QGAISDYGS...SGNDGYGGG.SGGSGG...GYGGG 151
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMNV...PAQQGSWGQ.PQQPAKQHQPMQQS 154
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NTDB id 1131 NGFG RS05740 WP 003695064.1 APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 APSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NATRPQP....AQKPAAQAEPPMDNFDDDIPF 180
NTDB id 40106 SL003B RS11190 WP 013652956.1 SGG..GY....GGGSGGGY.GGGGPMDDEIPF 176
NTDB id 1166 A1552VC RS00795 WP 000168289.1 APQ..QY....S...QPQYNEPPMDFDDDIPF 177
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