
logo MF
VSFRFKTKSLFLGTKRKSTQSGI

VGLE ITPERLVNVAVQI
L
A
T
K
SQGKQNSYKLRVKCFCGHSASDS IPEGI FEEGKIVDSPVALAE I

L IQELVLKSENGKINTSTKQR
NTDB id 400768 D3800 RS22250 WP 103111149.1 MVSFFKKLLTKKTQGIGLEITPERLNVVQIAKQKQNYKLVKCCSSDIPEGIFEEGKIVDSVALAELIQEVLKENKITSKR 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! ! ! ! *!* !*!!!!!!!!*!! !* ! ! !!! !*** !!!!!!!!!!!!!!*!!!!*!!!*! !! ! *!

logo VATAVPMREAS I IR I
M
I
LP I

VPASELDDEENELRDLMVLNHEAANLYLPYPREEVDI
LDYQKLGLYFEQDEDGI EKVQVLLVATRRE I

VTDASY
NTDB id 400768 D3800 RS22250 WP 103111149.1 VATAVPMRESIIRIIPIPSELDDEELRDLVLNHEANLYLPYPREEVDIDYQKLGYFQDEDGIEKVQVLLVATRREITDAY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus !!!!!!!!! !!!**!*! !!!* !!!!*!!!!!! !!!!!!!!!!!*!!!!!! ! !!!!!!!!!!!!!!!!!!*!! !

logo LDETFLQQRAGLQVDVLE INSFASL IRTIRDEQLRQFGSSNREAATVI
LVDI EFDNSTE IA I IVVDGVPQFSRTVP IGTFYQLMQNAI

LSRSAMN
NTDB id 400768 D3800 RS22250 WP 103111149.1 LETLQRAGLQVDVLEINSFSLIRTIRDQLRQFSSNEATVIVDIEFDNTEIAIVVDGVPQFSRTVPIGTFQLQNAISSAMN 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus !*! ! !!!!!!!!!!!!! !!!!!!*!!!!! ! !! !*!!!!!! !!!!!*!!!!!!!!!!!!!!!*!*!!!*! !!!

logo LPPTPSRNSPE I LLQGMTIP I
VTAQFDSTLMDSTNQGTGASRTAFTVNTAPGI

M
A
NALMRVLMGELTDELRRS INFYLNQSDEELEME I

LVQLLLAGPGG
NTDB id 400768 D3800 RS22250 WP 103111149.1 LPTPRSPEILLGMTIPITAFDSLDTNTGASRTFTTAGIAALMRVLGELTDELRRSINFYLNQSDELEMEIVQLLLAGPGG 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMSTQG....TAVNPGMNALMRVMGELTDELRRSINFYLNQSEEL..ELVQLLLAGPGG 314
consensus !!**! !!!! !!!!!*! !!** !* ****! *!* !!!!!*!!!!!!!!!!!!!!!!!!*!!**!*!!!!!!!!!!

logo GLAIQLDEYFTQRLNS IVPTMVAKIDPFI ETASLANI
LDTDTQENFIPSDNAI ERPGSLAGTVLGLGI

LREAVDN
NTDB id 400768 D3800 RS22250 WP 103111149.1 GLAQLDEYFTQRLNVPTMAIDPITSLNLDTTQEIPNAERPGLGTVLGLGLREVDN 375
NTDB id 1411 SGL RS10685 WP 010872897.1 GLIQLDEYFTQRLSIPTVKIDPFEALAIDTDQNFSDIERPSLATVLGLGIREA.. 367
consensus !! !!!!!!!!!! *!!* !!! ! *!! ! * !!! !*!!!!!!*!! **

X non conserved

X similar

X ≥ 50% conserved


