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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NGD..READFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 400671 GJ672 RS08195 WP 154296726.1 .MARGVNKVILVGNLGADPEVRYAASGSAVTNARLATTDQWKDRQTGEQQERTEWHRLVFFSRLAEIAGEYLKKGSKVYV 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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MLEDGSGPRAGSTNGQSTEGMQTNESGDQGFMRGGQAGNDPAGQRYADEQSGGQSENGFMWYGNSVQANSPQASQNTGNSYNQQSEGAGSAFWYGRSTQDQSRENPYAQAPQPTQGSNRAQPNAANPSADNFKA

NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDNFS....LLESRTTTEQRQGDGASQNFNSN.QSNGSQQSGFTSPQQTGNAPAAN. 147
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGA.PY.DEGYGQS.......QEAYQRPAQQSRQPAPDA 143
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGA.PY.EEGYGQS.......QEAYQRPAQQSRQPASDA 143
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQ.GSGWNQAPAQTNYNQGGYSDNYAQ....NNNF 149
NTDB id 400671 GJ672 RS08195 WP 154296726.1 EGRLQTRKWQGQDGQDRFTTEVVVNDM....QMLDGPGGMGGG..DR.G..............GSARREQP......... 129
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM..PA.QGGMNV.PAQ....QGSWGQPQQP......AK 146
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NTDB id 624 LCA RS00040 WP 011373726.1 ........NTQADPFANNGQAIDISDDDLPF 170
NTDB id 1131 NGFG RS05740 WP 003695064.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 PSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 400671 GJ672 RS08195 WP 154296726.1 .........PAASESSGETAPADDFDDDIPF 151
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
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