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NTDB id 400626 GJD93 RS02640 WP 228274490.1 MNKKPHHLKYSQKGFTLIELIVALALGLLITAAATQLFLGGVVSTRIQQANAELQDSGVFGLEYVARDVRLANYGNISNP 80
NTDB id 1066 ABD1 RS15740 WP 000079197.1 ..MAQSFISNKEQGFTLIELIVALALGLILVAAATQLFIGGLLSSRLQKANAEIQDSGIFGLEYMARDIRLLNYGNVVNP 78
consensus ** **** !!!!!!!!!!!!!!!** !!!!!!!*!!**!*!*! !!!!*!!!!*!!!!!*!!!*!! !!!!* !!
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NTDB id 400626 GJD93 RS02640 WP 228274490.1 ELTNTTPMGGIVFSQGGANSNVSE...................DIGET.........SVTRQGLGSNASENSDQLTIQFI 132
NTDB id 1066 ABD1 RS15740 WP 000079197.1 QLTDTTPWGGIVLTGSTATNANNINFIPKVDTNTYIPEALLSRGAGDTVSTVNNHWKGLSNIQNSSNAEVQSDQLTIQFI 158
consensus !! !!! !!!! * ! ******************* !*!********* ** !!! *!!!!!!!!!
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NTDB id 400626 GJD93 RS02640 WP 228274490.1 APNRMFNCEGEEVQAGEYVIQRYFLRKDNNGAA.TDLALACDANKHGVTSAAGIAN.FGGNNEGQVIMPRVDHLRFYLGT 210
NTDB id 1066 ABD1 RS15740 WP 000079197.1 APTNMTNCEGVNVLAGDLIVQRYFLRVDNNGSSQQDYALACDANTPAVSATAQPDIVNGLGDAGQIILPRIDHFHVLLGA 238
consensus !! ! !!!! ! !!* **!!!!!! !!!! * ! !!!!!!! *!* ! * * ! !!*!*!!*!! * !!
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NTDB id 400626 GJD93 RS02640 WP 228274490.1 MTKDSTHTNITYAYYSINDYIAAVNAARSNG..EPLPRVVSVKAVAVVRSMDNTNNELIDETKPVQGLDRAVTLTAANQT 288
NTDB id 1066 ABD1 RS15740 WP 000079197.1 KNA.....AGNFAYYTIPQYRVAAQAARDASPAVAAPRILSIQISVLARSTNNAQNKAIDPNQSFLMLDQNVH.AADNRT 312
consensus ***** *!!!*!* ! ! *!!! ** * !!**!* * !! ! *! !!* * !! !** ! ! !
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NTDB id 400626 GJD93 RS02640 WP 228274490.1 KHLRRTYITTIAIRNGMGDAL 309
NTDB id 1066 ABD1 RS15740 WP 000079197.1 RFLRRVYSVTIALRNAMGETI 333
consensus **!!! ! !!!*!!*!!* *
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