
logo MKSQLDQEFLQDKELTVNPSKLQDEAQSAGLQSVPAPKKKRKFMTNLVDEKFLFQQFNMTLDPMS
NNYGGSWP I

LSVKITCWI F I IFFAL IVACLALGYF IVVIKQRPQKLQDDAIADQANTAHQAQE
NTDB id 1012 ACIAD RS15185 WP 004923719.1 MKLDQLDKTPKESGQPKKKRMNVEKFFQQFNMLDMSNYGSWPLSVKITCWIFIFFLVCALGYFVVIRPQLDDIQTAQAQE 80
NTDB id 400622 GJD93 RS02495 WP 154320248.1 MSLDEFDEVNQDAAVAPKKKMTVEKFFQQFNTLDPNNYGGWPLSVKITCWIFIIFLIAALGYFVVIKPKLDAIAAAHAQE 80
NTDB id 1056 ABD1 RS15860 WP 000076101.1 MSQDELQELSLEQLSAKKKKFNLDKFLQQFNTLDMNNYGSWPISVKITCWIFIFFAVLALGYFIVIQPKLQAIDNAQAQE 80
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SNLLNEFREKQDSKLRNLQQYQAHVQLEQEMEQRASNFNQQLTEQLPKESTE IPSGLVEDINLMVTGVNSGLKFKNIRLEDNE I

VKQE I
FF I EQP

NTDB id 1012 ACIAD RS15185 WP 004923719.1 KNLLNEFREKQSKLRNLQQYQHQLEEMRASFNQQLTQLPKESEIPGLVEDINMTGVNSGLKFKNIRLENEVKQEFFIEQP 160
NTDB id 400622 GJD93 RS02495 WP 154320248.1 QNLLNEFREKDSKLRNLQQYQAQLQEMEANFNQQLEQLPKETEIPGLVEDINVTGVNSGLKFKNIRLENEIKQEFFIEQP 160
NTDB id 1056 ABD1 RS15860 WP 000076101.1 SNLLNEFREKDSKLRNLQQYQVQLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVNSGLKFKNIRLEDEVKQEIFIEQP 160
consensus !!!!!!!!!*!!!!!!!!!! !!*!! !*!!!!!*!!!!!*!!!*!!!!!!*!!!!!!!!!!!!!!!*!*!!!*!!!!!

logo IAS I EATGDYHAFGSAFVSSGTIAALPR IVTLMHDFETVVIDEVVAKSTEPQANSKDEKNKSTDIPEQVLVDNTYAKSAIVQKAKTYRYI
VGASVADTEDAQTGQSENTAQTMSTAEGKSVAGQPAANTADTTSTAASTNTPS

NTDB id 1012 ACIAD RS15185 WP 004923719.1 ISIEATGDYHAFGAFVSGIAALPRIVTLHDFVIEAKQSK.EKTDIPEVDYAVKAKTYRYIGVDEQGNASAVQANTSTTTP 239
NTDB id 400622 GJD93 RS02495 WP 154320248.1 ISIEATGDYHAFGSFVSGTAALPRIVTMHDFEIVATENKDKKTDIPQVTYKAQAKTYRYVGSADAQTTMESGATDTAANS 240
NTDB id 1056 ABD1 RS15860 WP 000076101.1 IAIEATGDYHAFGAFVSSIAALPRIVTMHDFTVDVSPAKDNKSDIPVLNYSIKAKTYRYVGATDTSEQTGKAPAASAST. 239
consensus !*!!!!!!!!!!!*!!!**!!!!!!!!*!!! **** !* !*!!! * ! **!!!!!!*! * ** ** ****
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NTDB id 1012 ACIAD RS15185 WP 004923719.1 AQGGT..........P 245
NTDB id 400622 GJD93 RS02495 WP 154320248.1 EKSNKRVNNTAKRGKK 256
NTDB id 1056 ABD1 RS15860 WP 000076101.1 ...NTTVQPK...... 246
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