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NTDB id 85 BSU 00860 NP 387967.1 F GPTGVGKTELA J\LAIN IRMDMSEYMEK|ZERNNS L

NTDB id 610 V4T04 RS10165 WP 012897346.1 F GPTGVGKTELAKINL ApDN N IRUYIDMSE MEK|sE¥YS L

NTDB id 290 KZH43 RS10025 WP 001109677.1 ISRV IGQD[RAVENIIS I BIMRPIGSF F GPTGVGKTELAKFL Al IRFDMSEYMEKIWVYNS L

NTDB id 289 SPD RS10700 WP 001109677.1 IRV IGQD[AVEEIIS Il BRPIGSF F GPTGVGKTELAKFL A2 IRFDMSEYMEKIWVYNS L

NTDB id 287 SP RS11210 WP 001109712.1 ISR VIGQD[RAVESIIS I BMRPIGSF F GPTGVGKTELAKF\L Aj2av IRFDMSEYMEKIWVYNS L

NTDB id 377 SMU RS09275 WP 002262344.1 F GPTGVGKTELAKINL AIY IRFDMSEYMEKIWWYNS L

NTDB id 297 STER RS00545 WP 011680614.1 F GPTGVGKTELAKJINL A)Y RFDMSEYMEKIWAS L

NTDB id 329 STU RS10020 WP 011225298.1 F GPTGVGKTELAKINL AIAY RFDMSEYMEKIWAS L

NTDB id 40053 SGGBAA2069 RS06475 WP 012962041.1 F GPTGVGKTELAK|eL AjNY IRDMSEY TAVEGH

NTDB id 601 KW2 RS02615 WP 021036805.1 F GPTGVGKTELAK[NL Aje | IRFDMSEYMEKERAY L

NTDB id 378 SMU RS02690 WP 002263569.1 Al ATRRNRMIG F GPTGVGKTEL IRFDMSEYMEKI:FWY L

NTDB id 241 SP RS04015 WP 000882523.1 ATIRRNRMNIG F GPTGVGKTEL IRFDMSEYMEKiESM L

NTDB id 281 KZH43 RS03550 WP 000882517.1 ATRRNRMIG F GPTGVGKTEL IRFDMSEYMEKI:EM L

NTDB id 245 SPD RS03860 WP 000882517.1 ATRRNRMIG F GPTGVGKTEL IRFDMSEYMEKI:EM L

NTDB id 243 SPR RS03635 WP 000882517.1 AIRRNRNIG F GPTGVGKTEL K& IRFDMSEYMEKiESM L
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NTDB id 85 BSU 00860 NP 387967.1 G PPGYVGYDE
NTDB id 610 V4T04 RS10165 WP 012897346.1 GAPPGYVGYDE

Db,

NGNLTEKVRJAWPYS LLDE EKAHPDVIgY LQVL DGRILTDEIGR@VIJF NTI IMTSNGESINR
LLDEVEKAHPDVjaN LQ LDDGJ§ TDpMGRISVINF NTIIIMTSN|RGLYN:AN

NTDB id 290 KZH43 RS10025 WP 001109677.1 WIGAPPGYVGY E LIDEVEKAHPD LQVLDDGYLTDSINGRISVINFRINTI I IMT SNIRGLYN:YH
NTDB id 289 SPD RS10700 WP 001109677.1 WIGAPPGYVGY E P LRDEVEKAHPD LQVLDDGYL TDRINGRISVINFRINTI I IMT SNIRGLYN:AH
NTDB id 287 SP RS11210 WP 001109712.1 WGAPPGYVGY E RGIRILTEKVRMAPYS LRADEVEKAHPD LQVLDDGYLTDSIMGRISVINFRINTI I IMT SNIRGLYN:YH
NTDB id 377 SMU RS09275 WP 002262344.1 WIGAPPGYVGY E RGRLTEKVRMWAPYS LRADEVEKAHPD LQVLDDGYLTDSIAGRICVINFRINTI I IMT SNIRGLYN:YH

NTDB id 297 STER RS00545 WP 011680614.1 WIGAPPGYVGYDE LIDE EKAHPD LQVLDDGYL TDSIAGRISVINFRINT I I ITMT SNIRGLYN:YH
NTDB id 329 STU RS10020 WP 011225298.1 W[GAPPGYVGYDE LIJDE EKAHPD LQVLDDGYLTDSIGRISVINFRINTI I IMT SNIRGLYN:YH
NTDB id 40053 SGGBAA2069 RS06475 WP 012962041.1 GIJAGYVGYD NSNT VRIAYPYS LLDE EKAPRPRViSY 'LQVLDDGRILTD{NGREY WNF NT IIMATSNEAGIHSR
NTDB id 601 KW2 RS02615 WP 021036805.1 GAPPGYVGY E HGENLTE VREPYS LLDE EKAHPDV)jsl IIMTSNEGINeOI &
NTDB id 378 SMU RS02690 WP 002263569.1 GAPPGYVGY E LLDEVEKAHPD V}ylsl TITIMTSNEGING S
NTDB id 241 SP RS04015 WP 000882523.1 GAPPGYVGYDE LLDEVEKAHPD V}ulsl AIRRRUERSINAGT GK .
NTDB id 281 KZH43 RS03550 WP 000882517.1 GAPPGYVGYDE LLDEVEKAHPDV}ytsl INITIMTS NEG NG G
NTDB id 245 SPD RS03860 WP 000882517.1 GAPPGYVGYDE LLDEVEKAHPDV}ylsl AIRRRUNRSINAGT GK .
NTDB id 243 SPR RS03635 WP 000882517.1 GAPPGYVGYDE LLDEVEKAHPD Vjytsl INTTIMT S NEAGENCI S
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NTDB id 85 BSU 00860 NP 387967.1 KRNKYNVQDETQNHKDMKD EKKHJETEIRYS KE

NTDB id 610 V4T04 RS10165 WP 012897346.1 RDBKIAUGAFIKNITADYSAMKS
NTDB id 290 KZH43 RS10025 WP 001109677.1 RDBKIAUGAFIAKD IRFDQENMEK
NTDB id 289 SPD RS10700 WP 001109677.1 RDBKIAUGAFIKDIRFDQENMEK
NTDB id 287 SP RS11210 WP 001109712.1 RDBKIAUGAFIKDIRFDQENMEK
NTDB id 377 SMU RS09275 WP 002262344.1 RDPKIAUGAVNKSFSQDYKAMES
NTDB id 297 STER RS00545 WP 011680614.1 RDBKIAUGAFIOTISHNHQAMQA
NTDB id 329 STU RS10020 WP 011225298.1 RDBKIUGAINQTISHNHQAMQA|
NTDB id 40053 SGGBAA2069 RS06475 WP 012962041.1 .EALM..... GQDD.....

NTDB id 601 KW2 RS02615 WP 021036805.1 V

NTDB id 378 SMU RS02690 WP 002263569.1 .S

NTDB id 241 SP RS04015 WP 000882523.1 . TEABNUGAGIAREG . . . ..
NTDB id 281 KZH43 RS03550 WP 000882517.1 T

NTDB id 245 SPD RS03860 WP 000882517.1 T

NTDB id 243 SPR RS03635 WP 000882517.1 LT
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FYBDHTDVK. . VDGEBVISEK...............
.. IDDKMVISNQTQETAETTDEEVPAE
FYBEHPEQK. . TSNGKIVIKASNK.VETVTKATSD.

YYJBENPSEK. . TSKGNIQIKSAKK.AEVKSSEKEK.
YYJBRENPSEK. . TSKGNIQIKSAKK.AEVKSSEKEK.
YYJBENPSEK. . TSKGNIQIKSAKK.AEVKSSEKEK.
IRGYDPIMMGARPLRRT I ()I0A{ YYJBENPSEK. . TSKGNIQIKSAKK.AEVKSSEKEK.
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X non conserved
B similar
>50% conserved
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