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consensus *!**!***!!*** *** * * *!!****** *!!**!* ** * *!*!*!!*!!!**!!*!!****** * **!*!

logo

V
L
M
T
SARKSDDS ITEMFDI

R
KVLAIAGLDERILGADDYI

V
V
TKPFASPINERELQLAR I

VRKAFHILTFLRREQSTDQEAHINPGIMEAEHIPVASADGKVDGNVEGQAPREAEANADRSGKREIPEKQPAEFNPSTYI IQSTFMYI SGRQDLEKQRVLI LVYDKVPEQTDRANFHYRETVAVHVYKRKDRYGDGKKTEALVE
NTDB id 606 V4T04 RS01910 WP 003130756.1 MTARDSTMDRVAGLDIGADDYITKPFAIEELLARVRAFFRREEHGHAV.ERA.....ENTSFRDLVIDKTNRTVHRGKKV 153
NTDB id 471 HSISS4 RS01430 WP 002883757.1 MTARDSIMDIVAGLDRGADDYIVKPFAIEELLARIRATFRRQDIEAAKNAPA.....KASTYRDLKLDVQNRTVVRGDEA 153
NTDB id 400529 GJS33 RS06825 WP 042670937.1 VSAKSDEFDKVLALELGADDYVTKPFSPRELLARVKAILRRTEAEISGDGEE..RREPFYTMSQLRLYPERHEVYKDKEL 157
NTDB id 374 SMU RS06885 WP 002262930.1 LSAKDSEFDKVIGLEIGADDYVTKPFSNRELLARVKAHLRRTENIESAVAEENASGIPEIIIGDLQILPDAFVAKKRGTE 157
NTDB id 413 AAK55817.1 141..845( ) LSAKDSEFDKVIGLELGADDYVTKPFSNRELQARVKALLRRSQPMPVDGQ.EADSKPQPIQIGDLEIVPDAYVAKKYGEE 156
consensus **!*****!*!**!**!!!!!**!!!* *!!*!!**! *!!** * * ** *! * ** * * *

<0

logo

V
I
L
E
D
PLTKPRHKREYFDELLHNYLYHTLLAMKQTSNHMPVTNGDMQTVI

L
V
MTREERHLVLLSERQTI

VWKGYEDDEFYAFGI
Q
T
G
D
E
V
T
N
R
L
T
VVDVHTYVIGRKRYLRGNEKIDEDNTVEPKGSAKQRDEPQESYI LQTI

R
VRGLMYVGYKVYFIMKRNSEKLNRYADKND

NTDB id 606 V4T04 RS01910 WP 003130756.1 IDLTRREYDLLLTLMQNVGDVVTREHLVSQVWGYEEGTETNVVDVYIRYLRNKID.VEGQDSYIQTVRGLGYVMRERK.. 230
NTDB id 471 HSISS4 RS01430 WP 002883757.1 IPLTKREFDLLNTLLSNMNQVMTREELLLQVWKYDDAIETNVVDVYIRYLRGKID.VPGKESYIQTVRGMGYVIREK... 229
NTDB id 400529 GJS33 RS06825 WP 042670937.1 LPLTPKEYELLLYLMKHPNMTLTRERLLERIWGYDFGQETRLVDVHIGKLREKIEDNPKAPQYIQTIRGYGYKFKELKND 237
NTDB id 374 SMU RS06885 WP 002262930.1 VELTHREFELLHHLATHTGQVMTREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMKSYD.. 235
NTDB id 413 AAK55817.1 141..845( ) LDLTHREFELLYHLASHTGQVITREHLLETVWGYDYFGDVRTVDVTVRRLREKIEDTPSRPEYILTRRGVGYYMRNNA*. 234
consensus **!! *!**!! !*** ****!!!*!** *!*!*** ****!!! ***!!*!!** * ** !!*!*!!*!! ***

logo

RTS
NTDB id 606 V4T04 RS01910 WP 003130756.1 ... 230
NTDB id 471 HSISS4 RS01430 WP 002883757.1 ... 229
NTDB id 400529 GJS33 RS06825 WP 042670937.1 RTS 240
NTDB id 374 SMU RS06885 WP 002262930.1 ... 235
NTDB id 413 AAK55817.1 141..845( ) ... 234
consensus

X non conserved

X similar

X ≥ 50% conserved


