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NTDB id 458 SSUD9 RS00355 WP 002935296.1 RYSKLKFDVLRTPTYGNEDLAEKRDAMMTEIYDDYYDELPEEEKIVVDTLCSLFDVLDTDSQEYGKEILDDYLHQSYHRS 154
NTDB id 465 SSU05 0053 ABP89025.1 RYSKLKFDVLRTPTYGNEDLAEKRDAMMTEIYDDYYDELPEEEKIAIDAIQSRIDTLESGTAGFGKEILEDYFEQIFRKR 159
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NTDB id 443 SPYM3 RS00325 WP 011054099.1 RYKELKYLILRTPTYMDDGKLQVREEQFDEIFEDYYDKLPEEEKVAVDIIQAKFEVYQTGDINFGYSILKEFLPQLKRKS 154
NTDB id 400498 GJS33 RS00280 WP 111692077.1 RYKELKYLILRTPTYMDDDKLKLREEQFDEIFEDYYDQLPEEEKLVVDCLQSIMDTLLTENINFGVGLLQEYFEQTKSKT 154
NTDB id 451 SPYM18 RS00325 WP 002986681.1 RYKELKYLILRTPTYMDDGKLQVREEQFDEIFEDYYDKLPEEEKIIIDCLQATLDTLLSENTNFGIDLLQEYFNQIKTKV 154
NTDB id 45 SMU RS00375 WP 002263400.1 RYKELKYLLLRTPTYGDQQRLAEKETYFDEIFSQFYDDLPEEEQLIIDGLQSKLDIHFSDNIDFGVGILNDYFDQILRKT 154
NTDB id 555 STRINF RS01865 WP 174221231.1 RYKELKYLLLRTPTYGDQVRLDRKNDYFDEIAEVFYDVIPEEERLIIDCLQSKFDVHFSEDVNFGEGILNDYFGQVNRKK 143
consensus !!**!!***!!!!!!*** ** ** **!!****!! *!!!!****! ****** * ** *! *! *** !* **

logo

I
N
Q
R
V
K
L
F
Y
N
Q
S
T
E
R

E
Q
V
I
LNEDLMLI ILLVI EDRLFHYI

F
L
I
S
A
E
H
I
C
Y
C
V
L
Q
S
T
V
D
R

S
I
V
L
A
E
S
D
H
K
S
G
F
K
L
M

F
N
D
S

D
E
S
V
C
G

A
E
Q
G
D
T
S
Y
I
Y
E
F
S
N
S
I
D
L
S
V
Y
F
K

A
D
G
I
Q
R
K
L
Q
F
F
Y
E
N
T
L
D
E
Q
D
K
S

I
L
M
T
I
L
K
D
E
I
K
N
R
S
T
H

M
L
P
S
V
H
L
Q
K
N
E
S

Q
H
K
V
F
I
D
H
Y
E
N
C
D
H
N
Q
V
I

S
V
F
I
L

H
S
E
N
P

E
S
L
D
T
N
E
S
E
DLLFLVIVLRNKDNLTVIAFIL ILADGNSNCIAFISVGRDNSTILAYSLFGILEQRKSFLNKENKLMKRYEFLPYGNYDEFINYHPVLIKEPEQRVKALTYIVLFIAQTVDE I

K
M
V
L
S

NTDB id 458 SSUD9 RS00355 WP 002935296.1 KLSINDLMILRLFIEHCQLEDLSVGTSNYALFTDLIEKLPQSIYDVHSESLFIVRDLFLAIVRILFSKELYNHIPVYIEK 234
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NTDB id 400498 GJS33 RS00280 WP 111692077.1 QFRENDLILIELYLAYLDIAGMNGEYSDKGFYDSLLDILLNQFEHFELEELFIVNKIAIGISSLSIKNNKPEILEKVIVL 234
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