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NTDB id 40049 SGGBAA2069 RS04175 WP 013642931.1 MAKKSKLSKQT.KSLLSLV.ILLVGIGTGWVTISDSNDPLNQVVSLITGDSSSEITSNQSSSDSATPTQALAETVLTDSV 78
NTDB id 262 KZH43 RS08770 WP 001036779.1 ......MNKKTRQTLIGLLVLLLLSTGSYYIKQMP............SAPNSPKTNLSQKKQASEAPSQALAESVLTDAV 62
NTDB id 221 SPD RS09380 WP 001036779.1 ......MNKKTRQTLIGLLVLLLLSTGSYYIKQMP............SAPNSPKTNLSQKKQASEAPSQALAESVLTDAV 62
NTDB id 187 SPR RS08930 WP 001036779.1 ......MNKKTRQTLIGLLVLLLLSTGSYYIKQMP............SAPNSPKTNLSQKKQASEAPSQALAESVLTDAV 62
NTDB id 152 SP RS09870 WP 001036779.1 ......MNKKTRQTLIGLLVLLLLSTGSYYIKQMP............SAPNSPKTNLSQKKQASEAPSQALAESVLTDAV 62
consensus **!*!***!**!***!!***!******** ****!******!****!**!*!!!!!*!!!!*!

logo KESQLIGKAGNS ILEWNGASGAYF I IVNDGNQKTSNLNDAKVSSQKPYANDNKTKTVQGGKQETVPTVANALLSKSATRQYKSNREKETGNGSTSWTPAPGW
NTDB id 40049 SGGBAA2069 RS04175 WP 013642931.1 KEQLGANIEWNGAGAYIINDNQTSLNAKVSSQPYANNKTKTVQGQTVPTVANALLSKSTRQYKSREETGNGSTSWTPAGW 158
NTDB id 262 KZH43 RS08770 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
NTDB id 221 SPD RS09380 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
NTDB id 187 SPR RS08930 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
NTDB id 152 SP RS09870 WP 001036779.1 KSQIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGW 142
consensus !*!*****!!!!*!!*!*!*!*!*!*!!!!!*!!!*!!!!!!***!!!!!!!!!!!!*!!!!!*!*!!!!!!!!!!!*!!

logo HQVQKDNLSKGTSYSTHAVDRGHLLGYALVIGGLKDSGFDASTSNPDKNVIATVQTAWANEQANQSAESYSTGQNYYESLKVRKALDQNKRVRYRV
NTDB id 40049 SGGBAA2069 RS04175 WP 013642931.1 HQVQDLSGTYSHAVDRGHLLGYALVGGLKSFDASTSNPDNVATQTAWANEANSESSTGQNYYESLVRKALDQNKRVRYRV 238
NTDB id 262 KZH43 RS08770 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
NTDB id 221 SPD RS09380 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
NTDB id 187 SPR RS08930 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
NTDB id 152 SP RS09870 WP 001036779.1 HQVKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRV 222
consensus !!!**!*!*!*!!!!!!!!!!!!!*!!!**!!!!!!!!*!*!*!!!!!!*!**!*!!!!!!!!!*!!!!!!!!!!!!!!!

logo TL IYYDASDNENDLLVAPSGATSHQLI EAKSSDGSELEFNVFLVPNVQSKGLTQFLDYYRSTGQEVSTVNTQ
NTDB id 40049 SGGBAA2069 RS04175 WP 013642931.1 TLIYDSD.NLLASGTHLEAKSSDGSLEFNVFVPNVQSGLTFDYYSGQVSVN. 288
NTDB id 262 KZH43 RS08770 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 TLYYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus !!*!*!***!**!****!!!!!!!*!!!!!*!!!!!*!!**!!**!*!*!**
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