
logo MSDNRSTHI
L
D
EEKYQTWDLSTTI

VFATDADADWEATELYAESLTDVQSDLEKKNAKSAYAKGHLLTADSASKNDNLLAGAITELSYLMASLMSRRLEKI
LYVYASMKND

NTDB id 40046 SGGBAA2069 RS03445 WP 009853777.1 MSDNRSHIDEKYQWDLSTVFATDDAWEAELASLDSDLENAKAYKGHLTASSNDLLAITESYLALSRRLEKLYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !!!!!*!**!!! !!!*!*!!!! !! ! ! !! ! !! !!! ! !!* !! !* ! !!!!!*!!!!!!!!!

logo QDTTVAGKLYQEYQAKASTANI
LYASKQFLSEAI FAFYFYEPEFLMAQLDSDKEKAKFLAEDEFKVAEEQEIPAGLGSALYADHFYFEQRLFLAKNRKQDPHVLSQAEAEEELLAAGA

NTDB id 40046 SGGBAA2069 RS03445 WP 009853777.1 QDTTVAKYQEYQAKATAIYAKFSEIFAFYEPELMQLSKEAFEDFVAEIPALSAYAHFFEQLFKRQPHVLSQAEEELLAGA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!!!!* !!!!!!!!* *! !! !!**!!! ! ! *! !*! ! !*!! ! *!!!!! !!!!!*!

logo

G
Q
D
E I FGNAGAPGTDETFGNLVLDNADI ILFP I

WVLSDDGEQGDKEVI
V
E
QLTHGNF I STLLMESKDNRDI

VRKEGAYEQALMYAGTYEQFQHTYAKQTLQGTNVVKVH
NTDB id 40046 SGGBAA2069 RS03445 WP 009853777.1 QEIFGAAGETFGLLDNADIIFPIVLDDEGKEIQLTHGNFISLLESKNRDVRKEAYQALYATYEQFQHTYAKTLQTNVKVH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus *!! ** *!! *!!!!!!*!! ! ! ! * !!!!!!!*!*!!! !!*!! !! !*!*!!!!!!!!!! !!! !!!!

logo NYEQAKRVHRHFYKNSAREHAALASANF IPESVYDSTL ILESTVNAKHNLPLLHRYLVDELRKKI
VLGKLDDELKMYDI

V
H
YTPLSEMTDEMTASFLTYEEASLAK

NTDB id 40046 SGGBAA2069 RS03445 WP 009853777.1 NYEARVHHFKSAREAALSANFIPESVYDTLIETVNANLPLLHRYVELRKKILKLDDLKMYDIHTPLSEMDMSFTYEEALA 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus !! !*!*!* !!!*!!! !!!!!!!!!!*!*!*!! *!!!!!!!**!!!!*! !!*!!!!!**!!!!! * !!!! !

logo KAEDEVLAI
VFGEKEYSEKGRVHARAFTERWIDVHPVNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTREQNT

NTDB id 40046 SGGBAA2069 RS03445 WP 009853777.1 KAEDVLAVFGKEYSERVHRAFTERWIDVHVNKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTREN 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !!!*!!!*!! !!! !! !!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo QPYVYGDYPS I FLAE IASTTNENI LTETLLKEVDKDDKATRFAI LNHYLDGFKGSTI
VFRQATQFAEFEDHAI IHEKADAQASGEQI

VLTASDFY
NTDB id 40046 SGGBAA2069 RS03445 WP 009853777.1 QPYVYGDYSIFLAEIASTTNENILTETLLKEVDDDKARFAILNHYLDGFKSTIFRQAQFAEFEDIIHKADQAGEVLTSDY 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!!!!!!!!!! !*!!! !!!!!!* !! !! ! *!! !*

logo

L
MNKQLYADLNEKYYGNLKSAKAEDNPYE IQFYEWAER IPHFYMYNYYVYQYATGFAAASYLADEKI

VVHGTEQAEDI
K
D
E
A
RYLDTYLKAGNSSDYPL

NTDB id 40046 SGGBAA2069 RS03445 WP 009853777.1 LNQLYADLNEKYYGLSKADNPEIQYEWARIPHFYYNYYVYQYATGFAAASYLADKVVHGTQADIDRYLDYLKAGNSDYPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!!!!!!!!! ! !!*!!!*!! !!!!!! !!!!!!!!!!!!!!!!!!*!*!!!! ! * !! !!!!! !!!!!



logo

E
NVIKKAGVDMTNTSTADYLDAAFKR I

VFEDERLDVELEAVL IVEKGAVHLS
NTDB id 40046 SGGBAA2069 RS03445 WP 009853777.1 NVIKKAGVDMTTSAYLDAAFRIFEERLDELEVLIEKGAHL. 600
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!!!!!!!! * !!!!!!**!!*!! !!! !*!!! !!*

X non conserved

X similar

X ≥ 50% conserved


