logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587 KW2 RS10850 WP 042211510.1

395
386
430
271
230
196
161
529
501

FSA28 RS09400 WP 257638827.1
SMU RS09030 WP 255262721.1

SGO RS09415 WP 012130941.1
KZH43 RS09260 WP 074196785.1
SPD RS09890 WP 074196785.1

SPR RS09425 WP 074196785.1

SP RS10375 WP 074196785.1
SMSK321 RS09235 WP 080550783.1
SM12261 RS00950 WP 004238896.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587 KW2 RS10850 WP 042211510.1
400441 GJS32 RS00690 WP 228269618.1
395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

430 SGO RS09415 WP 012130941.1

271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1

196 SPR RS09425 WP 074196785.1

161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587 KW2 RS10850 WP 042211510.1
400441 GJS32 RS00690 WP 228269618.1
395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

430 SGO RS09415 WP 012130941.1

271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1

196 SPR RS09425 WP 074196785.1

161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1

consensus

sy

.:gFLQQD

0L PSSRl LRy {LQ@%@ Al

sk LD skokokok Dok |k | EEE IS 1ok | sk ok ok ok ok ok ok ok

B s T

LLYFL EIMYGL NYLLPQLD)SQUNIJATI® I
ILLGFL IMLGLREIYL PQL S[H
ILLWMFL IMLGL NYLLPQL )qe®
ILLWMFL IMLGL NYLLPQL s

Dok |k ok ok ok ok ok ok ok |

VLSRR ML L ORI fl

)8 EIRILISYNRKVKKKLIEVATYP

TQ PLA FEHGN

VTQL L EVHGN

VTQL L EVHGN,
VTQLSLAE HGNLEL LMKIEEYLDNLAKVKKKLIEVATYP Q.
GESSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSR
GMSSATVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH
GSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH
GYSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH
GFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLEIMLGLRNYLLPQLDSSH
GFSSAIVTQLSLAEVHGNLHLSLGKIEEYLDNLAKVKKKLIEVATYPLILLGFLLLIMLGLRNYLLPQLDSSH

Aoyl st il Rm JTARE Ll G

\/ LpsSiL - g oK pNSENRRNF L)Y PIR EEIF JARYLTAY o “REWGNMI  QGAYELIHQ IhN

LOLIAKT YL Jgdd] K  KPIERYTYP
SLISKIERIYL NLISRVKKKL EVMTYP
SLISKIERYL NLIRRVKKKL EVMTYP

Uokok | oxokox

QRYLTAYYAREWGNBIMQGHE MO IR

QRYLTAYYAREWGN@IMQGWYE NQ1\g
GEFVEB{YLTAYYAREWGNMI[QGMEL QIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ
GIFVQTYLTAYYAREWGNMISQGMELTQIFQ

I INY FSNL FEGPI GEJ RINYLTAYYAREWGNBIEQGIRELSYTIR

LEMLLALTFYKRE
LILLALTFYKRS
LEMLLALTFYKRE
LEMLLALTFYKRE

NIVFSILARLPF
BNVFSILARLPF
NVESILARLPF
NIVESTILARLPF
IWVFSILAR PF
IMVESILAR PF
kokk  kok ok ok ok ok kok |

GNLPQIFLGMVGLVS
GNLPQIFLGMVGLVS
GNLPQIFLGMVGLVS
GNLPQIFLGMVGLVS
GNLPQIFLGMVGLVS L@WLLALTFYKRH
GNLPQIFLGMVGI3VS [@UI.LALTFYKR{¢&
Kook ok | okok |okokokokokkokkkKk KKK KKK

156
159
158
158
159
153
1563
153
1563
153
153

236
239
238
238
239
233
233
233
233
233
233



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587 KW2 RS10850 WP 042211510.1
400441 GJS32 RS00690 WP 228269618.1
395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

430 SGO RS09415 WP 012130941.1

271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1

196 SPR RS09425 WP 074196785.1

161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id

587 KW2 RS10850 WP 042211510.1
400441 GJS32 RS00690 WP 228269618.1
395 FSA28 RS09400 WP 257638827.1
386 SMU RS09030 WP 255262721.1

430 SGO RS09415 WP 012130941.1

271 KZH43 RS09260 WP 074196785.1
230 SPD RS09890 WP 074196785.1

196 SPR RS09425 WP 074196785.1

161 SP RS10375 WP 074196785.1

529 SMSK321 RS09235 WP 080550783.1
501 SM12261 RS00950 WP 004238896.1

consensus

Py o P

D 14Q LiMAGQEFRIQE MYPFF KELSL IEYG
GHD IFALIRICQEFEQIY BNYPFF
GHD 1IRVLIRSGQEFEIQIY IBNYPFF
GQDL QMLENGQEFSHAT
GQDLAQ LIUNGREFSQTI

GQDLAQ LISNGRIEFSQTI
GQDLAQ LIMNGREFSQTI
GQDLAQ LJSNGBIEFSQTI
GQDLAQ LNNGREFSQTI

|

Ot

RO

KSKLGNEL IY |2 WEWFF [ NRIS§ [ QP F

IRKELSL IEYGEVKSKLGNELEIYAERTWEBIFFE I LW§ RVQPL F

KELSL IEYGEVKSKLGNELEIYAERTWEBIFEE |8 L9y IJVQPL F
KELSLIIEYGEVKSKLGSELEIYAMKTWEINFF[ERVNRTMNL QPLVF
KELSLITIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI
KELSLITIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI
KELSLITIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI
KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI
KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI

GQD ABWALNNGQEFSQTI
Dkokokok |okokokokokokskok | |

PNEENN

D0 Lok Do Dok Dok | o koo

X non conserved
B similar
i >50% conserved

1ok ok o ok ok ok ok ok ok |

341
344
343
343
344
338
338
338
338
338
338

KELSLIIEYGEVKSKLGSELEIYAEKTWEAFFTRVNRTMNLVQPLVFI
FUTLURDD T Do b 0 DDkt Dok Dokokokor D1k | Dsokkok kR kok ok | ok |

316
319
318
318
319
313
313
313
313
313
313



