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NTDB id 36 MW RS08230 WP 001793467.1 MVLLYQFLLRYKDFLTQWK..LYIISAVVLIMVLIGFIFWRQDDYTSRNFENKDNALKQ.STSENSS.....LSKVEDVQ 72
NTDB id 613 LCA RS05340 WP 231952379.1 ......MM..WQDYWQRYRRFWWVPCLVLLGIIAGGF.YWHQSQQKQKVTQNEQLLA....TS..AS.......KTKPAT 58
NTDB id 300 STER RS07485 WP 011681496.1 ......MKEKILAYVKDNR..LFVSVI.AVLMVIFCFFLWMTCGAGN.SMEAETSYTDVTALSTSSSKQSSQSLSEASSQ 70
NTDB id 40044 SGGBAA2069 RS03375 WP 013642858.1 ......MIEEIKEKLLENK..TLVAVLGTILVMLIGFFAWSNVTKTT.VD.AQSDLPALSTTFSASS.......SASDLK 63
NTDB id 521 SMSK321 RS04960 WP 000443804.1 .......MESIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPHTP.VK.ETNLQAEVVAISKDSS.......TEKDVK 61
NTDB id 493 SM12261 RS04300 WP 000387351.1 .......MEAIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPQTP.VK.ETNLQAEVVAVSKDSV.......SEKEVK 61
NTDB id 153 SP RS04730 WP 000387344.1 .......MEAIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPQTP.VK.ETNLQAEVAAVSKDSS.......TEKEVK 61
NTDB id 263 KZH43 RS04195 WP 000387330.1 .......MEAIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPQTP.VK.ETNLQAEVAAVSKDLV.......SEKEVN 61
NTDB id 222 SPD RS04535 WP 000387330.1 .......MEAIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPQTP.VK.ETNLQAEVAAVSKDLV.......SEKEVN 61
NTDB id 188 SPR RS04295 WP 000387330.1 .......MEAIIEKIKEYK..IIVICT.GLGLLVGGFFLLKPAPQTP.VK.ETNLQAEVAAVSKDLV.......SEKEVN 61
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NTDB id 36 MW RS08230 WP 001793467.1 VKDGDNSKNKGPVYVDVKGAVKHPNVYKMTS.KDRVVDLLDKA.QLLEDADVSQINLSEKLTDQKMIFIPHKGQKNVEPQ 150
NTDB id 613 LCA RS05340 WP 231952379.1 KKTHQAATKKKGGFVDIKGAVVYPGIYPITVSETRLFEVLKNAGGPTDAADTKRLNLAQKLTDQLIIYIPKKGEVVTDQE 138
NTDB id 300 STER RS07485 WP 011681496.1 SKTEGSEKVKSKVTVDVKGAVVNPGVYTLKA.GARVTDVIQEAGGMTEDADAKSVNLAASLSDEEVIYVANKDENVSVLD 149
NTDB id 40044 SGGBAA2069 RS03375 WP 013642858.1 TERSSSQTETQKVFVDIKGAVKNEGVYELSS.GSRVTDVVKLAGGFTEDADKKSVNLAEKVTDEAVIYVARVGENVAPTT 142
NTDB id 521 SMSK321 RS04960 WP 000443804.1 KEEKEEPVEQDLITVDVKGAVKSPGIYDLSV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEESASQH 140
NTDB id 493 SM12261 RS04300 WP 000387351.1 KEEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAASQQ 140
NTDB id 153 SP RS04730 WP 000387344.1 KEEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ 140
NTDB id 263 KZH43 RS04195 WP 000387330.1 KEEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ 140
NTDB id 222 SPD RS04535 WP 000387330.1 KEEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ 140
NTDB id 188 SPR RS04295 WP 000387330.1 KEEKEEPLEQDLITVDVKGAVKSPGIYDLPV.GSRVNDAVQKAGGLTEQADSKSLNLAQKVSDEALVYVPTKGEEAVSQQ 140
consensus **************!!*!!!!*****!**** **!*******!******!!****!!*****!*****************

logo

L
Q
I
T
G
Q
APQQIATTSERTQEQI

A
T
N
S
G
P
Q
T
V
L
S

N
Q
V
G
A
T
S
D
N
S
V

A
G
H
K

A
G
N
S
V
T
G
K
P
A
N
Q
S
A
G
Q
S
E
N
V
I
T
E
T
S
D
N
S
K
N
S
T
D
E
A
D
G
T
KKI

V
D
NLNQTKADTSVSLASTEQELMQKSTQLIVNPSKGVILGPQAGAKKRANEQAQDVIVI EADYHRNDEEQSAHQNGAGKFSQKEQS IVEDDELAQKNKVGKS

NTDB id 36 MW RS08230 WP 001793467.1 ..................IGVNSVHVKNGNTNNTKVNLNTASVSELMSVPGVGQAKANAIVEYRNQQGAFQEIDDLKKVK 212
NTDB id 613 LCA RS05340 WP 231952379.1 LIQAPQQIATTSERTQEQASTGTSANASSTSDTAKIDLNQADSTQLQTLNGIGPKKAEQIIAYRDEQGKFKQIEDLQKVG 218
NTDB id 300 STER RS07485 WP 011681496.1 QTG...............TGQVSDKGGQAVSKDGKINLNTATSEQLQTISGIGAKRAEDVIAYRESHGGFQSVDDLKNVS 214
NTDB id 40044 SGGBAA2069 RS03375 WP 013642858.1 ..................TNSQANGSAQQEESSDKINLNTATLAELQTISGIGAKRAQDIIDYRDANGGFSSVDDLANVS 204
NTDB id 521 SMSK321 RS04960 WP 000443804.1 ..................TGSG...APSSTSKDKKINLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 493 SM12261 RS04300 WP 000387351.1 ..................AGPG...TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 153 SP RS04730 WP 000387344.1 ..................TGSG...TASSTSKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 263 KZH43 RS04195 WP 000387330.1 ..................TGLG...TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 222 SPD RS04535 WP 000387330.1 ..................TGLG...TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
NTDB id 188 SPR RS04295 WP 000387330.1 ..................TGLG...TASSISKEKKVNLNKASLEELKQVKGLGGKRAQDIIDHREANGKFKSVDELKKVS 199
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NTDB id 36 MW RS08230 WP 001793467.1 GFGSKTFDKLKSYFTI. 228
NTDB id 613 LCA RS05340 WP 231952379.1 GIGPKTFEQLQSQICVN 235
NTDB id 300 STER RS07485 WP 011681496.1 GIGDKTLDKIRESLYVA 231
NTDB id 40044 SGGBAA2069 RS03375 WP 013642858.1 GIGEKTLEKLKSEVTVD 221
NTDB id 521 SMSK321 RS04960 WP 000443804.1 GIGAKTIEKLKDYVTVD 216
NTDB id 493 SM12261 RS04300 WP 000387351.1 GIGAKTIEKLKDYVTVD 216
NTDB id 153 SP RS04730 WP 000387344.1 GIGGKTIEKLKDYVTVD 216
NTDB id 263 KZH43 RS04195 WP 000387330.1 GIGGKTIEKLKDYVTVD 216
NTDB id 222 SPD RS04535 WP 000387330.1 GIGGKTIEKLKDYVTVD 216
NTDB id 188 SPR RS04295 WP 000387330.1 GIGGKTIEKLKDYVTVD 216
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