
logo MLKI
LENKVTGGYI

ANIPVLKNDI
V
S
TFEVGADGEL IVGL IGLNGAGKSTTINE I IGLLTPYQGGQI SA IDGLTLIAQQDQPAESYRKQKIGFYIP

NTDB id 40035 SGGBAA2069 RS02065 WP 013642694.1 MLKIENVTGGYINIPVLKNISFEVGDGELIGLIGLNGAGKSTTINEIIGLLTPYQGQISIDGLTLAQDQAEYRKKIGFIP 80
NTDB id 473 HSISS4 RS07770 WP 021143710.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
NTDB id 481 STER RS07730 WP 002951673.1 MLKLEKVTGGYANIPVLKDVTFEVADGELVGLIGLNGAGKSTTINEIIGLLTPYGGQIAIDGLTIQQDPASYRQKIGYIP 80
consensus !!!*!*!!!!!*!!!!!!***!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!**!!*!*!!*!!!*!!

logo ETPSLYEELTLREHLETVALMAYDGLNDYVDTEAGMVARATDEKLYLEKLFRLSDDEKLEDWFP I
T
N
QFSKGMKQKVMI ICAFMIVNPSLF IVDEPF

NTDB id 40035 SGGBAA2069 RS02065 WP 013642694.1 ETPSLYEELTLREHLETVAMAYDLNYDEAMARATELLELFRLSDKLEWFPINFSKGMKQKVMIICAFMVNPSLFIVDEPF 160
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMVRADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
NTDB id 481 STER RS07730 WP 002951673.1 ETPSLYEELTLREHLETVLMAYGLDVTEGMARADKYLKLFRLDEKLDWFPTQFSKGMKQKVMIICAFIVNPSLFIVDEPF 160
consensus !!!!!!!!!!!!!!!!!!*!!!*!***!*!*!!***!*!!!!**!!*!!!**!!!!!!!!!!!!!!!*!!!!!!!!!!!!

logo LGLDPLAI SDLTI ELLAQEEKANKRGKSAI LMSTHVLDASAEKMCDRFVI LHQHGQVIRLATQGTI
L
A
D
EELREQATFGDDESTSATSLNDIYMS

QLTKEG
NTDB id 40035 SGGBAA2069 RS02065 WP 013642694.1 LGLDPLAISDLTELLAQEKAKRKAILMSTHVLDAAEKMCDRFVILHQGQIRATGTLAELREAFGDETATLNDIYMSLTKE 240
NTDB id 473 HSISS4 RS07770 WP 021143710.1 LGLDPLAISDLIELLAEEKAKGKAILMSTHVLDSAEKMCDRFVILHHGQVLAQGTLEELRQTFGDDSASLNDIYMQLTKG 240
NTDB id 481 STER RS07730 WP 002951673.1 LGLDPLAISDLIELLAEEKANGKSILMSTHVLDSAEKMCDRFVILHHGQILAQGTIDELRQTFGDSSASLNDIYMQLTKG 240
consensus !!!!!!!!!!!*!!!!*!!!**!*!!!!!!!!!*!!!!!!!!!!!!*!!**!*!!**!!!**!!!**!*!!!!!!*!!!*

logo

V
ELS

NTDB id 40035 SGGBAA2069 RS02065 WP 013642694.1 V.. 241
NTDB id 473 HSISS4 RS07770 WP 021143710.1 ELS 243
NTDB id 481 STER RS07730 WP 002951673.1 ELS 243
consensus ***

X non conserved

X similar

X ≥ 50% conserved


