
logo MSAHPS IVHRAFADPLSTAIP IQSGTNL I EASAGTGKTYGIAALFTRL IVLEKQKMPSVDEKR I
VLVVTFTKAATAELKTRLRARLDDEVLQAVLE

NTDB id 400336 GJV52 RS12985 WP 100562599.1 MSHSVHAFAPLSIPIQGTNLIEASAGTGKTYGIAALFTRLIVLEKMPVDKILVVTFTKAATAELKTRLRARLDEVLQALE 80
NTDB id 1132 OK783 RS01905 WP 010951035.1 MSAPIRAFDPLTAPISGTNLIEASAGTGKTYGIAALFTRLIVLEQKSVERVLVVTFTKAATAELKTRLRARLDDVLQVLE 80
consensus !!****!! !!* !! !!!!!!!!!!!!!!!!!!!!!!!!!!!! *!***!!!!!!!!!!!!!!!!!!!!!!*!!! !!

logo SKVAE I
NAELGDADETDLSDGI

L
A
N
A
QYCAEEREHHEPGDTVFLKPAGLLEQQALAQKQESQRATRL IVRLKAAIGDQFDNAAS IYTIHGFCQR I

VLRDFYAFLC
NTDB id 400336 GJV52 RS12985 WP 100562599.1 SVANA....AEDSDGLNQYCEREHPGDVFLKGLLQQALAQESQARLIVRLKAAIGDFDNASIYTIHGFCQRVLRDFAFLC 156
NTDB id 1132 OK783 RS01905 WP 010951035.1 SKEIAELGDDTLSDGIAAYCAEHHEGDTFLPALLEQALQKESRTRLIVRLKAAIGQFDNAAIYTIHGFCQRILRDYAFLC 160
consensus ! !**** !!!* !! *!*!! !!**!! !!! !! !!!!!!!!!!! !!!! !!!!!!!!!!*!!!*!!!!

logo QATPQFDVELATDEDEDSGRDERLLVPAQDFWRER I
VSGNDPMVALAAELAVFKRHRKRAETVPQTMVLAEQIRAPFYLVSRPYLNVFRRPEQANDGLAKAQAQRRTDALEQQTAS

NTDB id 400336 GJV52 RS12985 WP 100562599.1 QTQFDVELADDSRERLLVPAQDFWRERISNDPMAAELVFRHRETPQTMLAEIRPFVSRPYLVFRRPENGLAAARTDLQQA 236
NTDB id 1132 OK783 RS01905 WP 010951035.1 QAPFDVELTEEDGDRLLVPAQDFWRERVSGDPVLAALAFKRKAVPQTVLAQIRAYLSRPYLNFRRPQADLKQAQRDAETS 240
consensus ! *!!!!! ** *!!!!!!!!!!!!!*! !!* ! ! !*** !!!*!! !!***!!!!! !!!! ! ! !

logo WEQNTI
V
C
Q
G
R
L
RLKPENI

LEAEAGFWQRAI FHDPGGDI LNSGNTFSFYKRKNPSFYGQNSLFAKAELAWHQAKASAEATGQRLPCPLSDAKDSTHLEKRLELKNLRSASDKVLEPAKGKLKKGKKQSTLPDS
NTDB id 400336 GJV52 RS12985 WP 100562599.1 WENIQGRLKNIEEAFWQAFDGGILSGTFFKKPSYQSLFAALWHAAETGRLPPSDADSLKRLENLRADVLPKKLKKKQSLS 316
NTDB id 1132 OK783 RS01905 WP 010951035.1 WQTVCRLLPELEAGFWRIHP..DLNGNSYRKNSFGNLFKELAQKSAAGQLPCLDKDTHERLLKLSSDKLEAGLKKGKTPD 318
consensus ! ** !* *! *!! **** ! ! **!*!* !! ! * ! !! ! !** !! ! ! !* !!! **

logo

A
S
A
Q
T
V
E
FAELHQGKLAGDLFLGERDKLNQAALAEDEAEEENTATLMI

T
L
RLKQLDL ILDEHYI

LNQSASLAEMQKKSRRERGTFDDLLLDVFHNTALQTPADNPHAEQATLPAERAV
NTDB id 400336 GJV52 RS12985 WP 100562599.1 SQTEAELHGLGLLGEKLQAAADEEENALTLLKLDLLDHINQALAEQKKSRRERTFDDLLLDVFNALQPANPHAQALAEAV 396
NTDB id 1132 OK783 RS01905 WP 010951035.1 AAVFAELQKLADFGRDLNALEEAEETTMIRLQLDLIEYLNSSLAEMKKSRRERGFDDLLLDVHTALT.DNPHAETPARAV 397
consensus !!!* !* ! !*! * !! * ! !!!****! !!! !!!!!!! !!!!!!!!* !! * !!!! *! !!

logo AAENTWEQI
VAL IDEFQDTDPLQYEQI FQSEKI F IARQRNKRPLFLVGDPKQAIYSFRGADIYAYLQAAEDAQRHQHRYTLATNFYRSHAAKL IGN

NTDB id 400336 GJV52 RS12985 WP 100562599.1 AATWQVALIDEFQDTDPLQYQIFSEIFIRQNKPLFLVGDPKQAIYSFRGADIYAYLQAAEDAQQHYTLATNFRSHAKLIN 476
NTDB id 1132 OK783 RS01905 WP 010951035.1 AENWEIALIDEFQDTDPLQYEIFQKIFIARNRPLFLVGDPKQAIYSFRGADIYAYLQAAEDARHRYTLATNYRSHAALIG 477
consensus ! ! *!!!!!!!!!!!!!! !! !!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! **!!!!!!*!!!! !!

logo

G
S IGALFQRCLKENRPFVLENIDGYNSEPVGAARAEESRLSPKSRPAVQLVRWLHEGNDENTEKPALNKDVLRKRRAADEYCADE IAFRALNEAASEGGR

NTDB id 400336 GJV52 RS12985 WP 100562599.1 GIGALFQCKNRPFVLENIDYNPVGAAREESRLSPSRPAVQVRWLHGNETEPLNKDVLRKRAAEYCADEIAFALNEAAEGR 556
NTDB id 1132 OK783 RS01905 WP 010951035.1 SIGALFRLKERPFVLENIGYSEVGAARAESRLSPKRPAVQLRWLHENDNEKANKDVLRRRAADYCADEIARALNEASGGR 557
consensus !!!!! *! !!!!!!!! ! *!!!!! !!!!!! !!!!!*!!!! !* !* !!!!!!*!!!*!!!!!!! !!!!! !!



logo LNFKDERPLEQSGDIAVLVRTHNEAGSVMIASAQALKKSRQR I
VQSVLLHSRESVFAESPEAAQAGLASAL ILDGFWLENPRRATEGSTLRFAVLSTGSGVI

LFG
NTDB id 400336 GJV52 RS12985 WP 100562599.1 LNFKERPLESGDIAVLVRTHNEGSMIAQALKSRRIQSVLLHRESVFESPEAQGLAALLDFWLNPRRTESLRFALSGVLFG 636
NTDB id 1132 OK783 RS01905 WP 010951035.1 LNFKDRPLQSGDIAVLVRTHNEAVMISAALKKRQVQSVLLSRESVFASPEAAALSALIGFWLEPRRAGTLRFVLTSGIFG 637
consensus !!!!*!!! !!!!!!!!!!!!!* !! !!! ! *!!!!!*!!!!! !!!! *! !!* !!! !!! *!!! !* *!!

logo YDADQAQLHYADFLNQNSEASEGI
LLAHWAIDESAERRTAALDQI

LWQKQKYGI FYATATMQHQFSAQETHGI E I
TRLLSDRGNNGRSLTNYFHQLLELRLASAEEDNAEQNSHRNS

NTDB id 400336 GJV52 RS12985 WP 100562599.1 YDADALYALNQSEAGLLAWIDSAERAAQLWQQKGIYTTMQHFSAEHGIEIRLLSDGNGRSLTNYHQLLERLSEENEQSHS 716
NTDB id 1132 OK783 RS01905 WP 010951035.1 YDAQQLHDFNQNESEILHWAESARTALDIWQKYGIFAAMQQFSQTHGIETRLLSRNNGRSLTNYFQLLELLAAEDAQNRN 717
consensus !!! !* !! ! *!*! *!! ! *!! !!* !!*!! !!!! !!!! !!!!!!!!*!!!! ! ! ! *

logo PAASLHKQWLLRADQINSLAEGNGKNAGGDNNRAVI
LRLESDEADLVKIVTMHAASKGLQYPLVYCPFAVWDAQDNTGKAPHSDWQI LHQRDGAGGNERASELL

NTDB id 400336 GJV52 RS12985 WP 100562599.1 PASLHQWLLAQINLAENGKAGDNNVLRLESDEALVKIVTMHAAKGLQYPLVYCPFVWDAQDNKAHDWQILHRDGGESELL 796
NTDB id 1132 OK783 RS01905 WP 010951035.1 PAALHKWLRDQISLAGN.NGGDNRAIRLESDEDLVKIVTMHASKGLQYPLVYCPFAWDAQDTGPSDWQILHQGANRAELL 796
consensus !! !! !! !! !! !* *!!! *!!!!!! !!!!!!!!! !!!!!!!!!!!! !!!!! **!!!!!! * !!!

logo AEKAHQLDSDEDSDEHQKTQLYADEEMAERLRLLYVALTRAEEQLNS IYAAYCSQSDTADDNPTFLAYL ILEGHLAPDQDSSTREATVKRARATYAECGEKRKAGKGA
NTDB id 400336 GJV52 RS12985 WP 100562599.1 AEHQLDDDDHTQLADEEMAERLRLLYVALTRAEEQLSIYAAYCQDTDDNTFAYLLEGHADSTREAVKAAYEGERKAGKGA 876
NTDB id 1132 OK783 RS01905 WP 010951035.1 AKAQLSESEQKQYADEEMAERLRLLYVALTRAEEQLNIYAAYSSDTADNPLAYLIEGLPQDSRETVRRTYACEK...... 870
consensus ! *!! * ** ! !!!!!!!!!!!!!!!!!!!!!!! !!!!!* !! !!* !!!*!!** *!! !* ! *!*******

logo

A
D
E
G
I
M
A
TMLKNRNWARRFVAIDNKNAQAENPAEGNTDFTVFTEDATPPPSAAYHRGSANAKDQQTAEAVEQFYAQAANDS IPEPRGFERFYI

VRHTSFTAGLSRHTVKQATHPDGSEGERE
NTDB id 400336 GJV52 RS12985 WP 100562599.1 AEMAMLKNNWARFINKQAENENTDFVFTEDTPPSAAYHSAKQTEVQYQAADIPPRGFEYIRHTSFTGLSRHVKAHDSERE 956
NTDB id 1132 OK783 RS01905 WP 010951035.1 DGITMLKRNWRRVADNA..PAGTDFTFTEDAPPPAAYRGNADQAAEFAANSIPERGFRFVRHTSFTALSRHTQTPDGGEE 948
consensus * !!! !! ! *** !!! !!!! !!*!!!* * ! !!*!!! **!!!!!!*!!!! ! !

logo

D
E
A
L
C
QPSLDAAESTHS IVPRAPMSEPNSVEVETKP I

T
A
D
H
SDEGI

LS IHDHFPKRGTNQAGLCLHDE I
MLEDNFLDKFGQQRASAAEQESETLQIALDEKTLKTKRHYGFEE I

KWLPAV
NTDB id 400336 GJV52 RS12985 WP 100562599.1 ELQPSLDAAESHIRPSENVVEKIDHDELSIHHFPRGTNAGLCLHDMLENLDFQRSAAEQSEQILETLTRHGFEEKWLPAV 1036
NTDB id 1132 OK783 RS01905 WP 010951035.1 DACPSLDAAETSVPAMP.SETPTASDGISIHDFPKGTQAGLCLHEILEDFKFGQAAAEQETLIADKLKKYGFEEIWLPAV 1027
consensus * *!!!!!!!***** ** * *! *!!!*!!*!!*!!!!!!**!! ! !!!! ! * ! **!!!! !!!!!

logo

A
M
E
TMALDEACCREKTP I

L
S
TGAKDYGTLSDIPQPGSCERLRPEMGFTLHYMTEQDFGNLAKARLRADWFLAQRDPDHI

L
G
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R
A
EAAEQRTLDFHQDTVNQGFYLNGF ID

NTDB id 400336 GJV52 RS12985 WP 100562599.1 MTMLDCCRETPISGKDTLSDIQPSERLPEMGFTLYMQDFNLAALRAWFAQPHLGLPPECIEAAQRLDFQDVQGYLNGFID 1116
NTDB id 1132 OK783 RS01905 WP 010951035.1 AEMAEACRKTPLTGAYGLSDIPPGCRRPEMGFTLHTEDFGLKRLRDWLARDDIRLPEVCRAAAETLDFHTVNGFLNGFID 1107
consensus ! **!! !!**! !!!!*! *! !!!!!!!* !! ! !! ! ! *** !!* ! !! !!!* !*!*!!!!!!



logo MTVC I
Q
A
D
P
SDGNQI

VC I
V IDYKSNHYLGANAASAYTPRQAMDNEAMVAGEHHQHYYLQAL IYAI

VAAVAGRYFKLRGLQAPLPAPAQI
V
A
SVRYLFLRGLMDNGKTEG

NTDB id 400336 GJV52 RS12985 WP 100562599.1 MTCIASDGQVCVIDYKSNYLGANAAAYTPQAMNEAMGEHHYYLQALIYAIAVGRYFKLRGLALPQIAVRYLFLRGMNGTE 1196
NTDB id 1132 OK783 RS01905 WP 010951035.1 MVCQDPDGNICIIDYKSNHL....SAYTRQAMDEAVAHQHYYLQALIYAVAAARYFKLRGQPPAAVSVRYLFLRGLDGKG 1183
consensus ! ! *!!**!*!!!!!!*!**** !!!*!!! !!****!!!!!!!!!!*! *!!!!!!! *** * !!!!!!!!* !

logo

G
NGI

VWRSWDIDAAEADLAEDQI
W
K
V

NTDB id 400336 GJV52 RS12985 WP 100562599.1 NGIWSWDIDAEDLADWV 1213
NTDB id 1132 OK783 RS01905 WP 010951035.1 GGVWRWDIDAAALEQIK 1200
consensus !*! !!!!! !

X non conserved

X similar

X ≥ 50% conserved


