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NTDB id 400324 GJV52 RS08175 WP 100563211.1 MIELIKINLLPYREEIRQRKKQQFKILMLTALLIGLGLSALTYLSINSAIDSQQGRNAFLESEIKKLDDDLGEIKKLQAE 80
NTDB id 1093 KZH42 RS10320 WP 002214520.1 MNNLIKINLLPYREEMNKRKQQQFKTLMYGAVLTGVAAVAATYLFIDNMINNQSERNTLLETSIAHLDTELSEIQKLKQE 80
consensus ! !!!!!!!!!!!!* !! !!!! !! !*! !** ! !!! ! ! ! !! !!* ! *!! *! !! !! !
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NTDB id 400324 GJV52 RS08175 WP 100563211.1 KENFLAKKIKVEELQENRSQAAYIIDTLNVLTPDNTYLTALEAENPTTYKVTGRAISDNKIAVFMRALPSTGVFSQPELL 160
NTDB id 1093 KZH42 RS10320 WP 002214520.1 KDAFLIKKNKIEELQLKRLQAAKILDSLNEAVPGSTYLTSLDAVTADSYRLSGRTSSDNRVAAMMRAMPNTGIFKQPELL 160
consensus !* !! !! !*!!!! ! !!! !*!*!! ! !!!! !*! * *!***!! !!!**! !!!*! !!*! !!!!!
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NTDB id 400324 GJV52 RS08175 WP 100563211.1 SIEKVENYQEFTLRVLLTQNNAPVANLTASEATLQTTPVQEAK 203
NTDB id 1093 KZH42 RS10320 WP 002214520.1 SIKKNNSHQEFTLQATLQPIVKA....AESKENPASGNAQEAN 199
consensus !! ! *!!!!! ! * ***** ! * * * !!!
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