
logo MFYLYQSNRLESLAALFASR IQKQLVKQPLKCHALQTAPEEQI IVVQSQGMRRYLNSSTCYLAKRDELGVAANLAKFSLPAGLTWKRLMKREKL IPDGI
V

NTDB id 400306 GJV52 RS02935 WP 154212852.1 MFYLYQSNRLESLAALFSRIQQLQPLKHALTAEEIIVQSQGMRRYLSSYLAKELGVAANLKFSLPAGLTWRLMRELIPDV 80
NTDB id 1133 OK783 RS06970 WP 010951252.1 MFYLYQSNRLESLAALFARIQKVKPLKCALQPEQIVVQSQGMRRYLNTCLARDLGVAANLAFSLPAGLTWKLMKKLIPGI 80
consensus !!!!!!!!!!!!!!!!! !!! * !!! !! *! !*!!!!!!!!!! **!!**!!!!!!! !!!!!!!!!*!!* !!! *

logo PAELSPFASPEVMRWRLLADLFRSAKAEFQNTAGAPEFEDIVRNKVLQDSYLGRSGESADYHQLAGQLADI FDQYLVYRPQWIDAWQEQGKR I
LLDG

NTDB id 400306 GJV52 RS02935 WP 154212852.1 PALSPFSPEVMRWRLLALFRSKAFQTAPEFEIVRNKLQSYLRSGESADYHLAGQLADIFDQYLVYRPQWIDAWQEGKLLD 160
NTDB id 1133 OK783 RS06970 WP 010951252.1 PELSPFAPEVMRWRLLDLFRSAEFQNGAEFEDVRNVLQDYLGSGESADYQLAGQLADIFDQYLVYRPQWIDAWQQGRILG 160
consensus ! !!!! !!!!!!!!! !!!! !! **!!! !!! !! !! !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! !**!

logo LGDEDE IWQASKQLWRFYLDDGRQSTAPHRVALWEKTLLAANLDSKPDQKNLPERFYFVFGI STMAPMYLQLLHQAKI
LSEHCDVFVFALNPSEGMQ

NTDB id 400306 GJV52 RS02935 WP 154212852.1 LGEDEIWQAQLWRFLDDGRQTAPHRVALWETLLANLSPQNLPERFFVFGISTMAPMYLQLLQAISEHCDVFVFALNPSEQ 240
NTDB id 1133 OK783 RS06970 WP 010951252.1 LGDDEIWQSKLWRYLDDGRQSAPHRVALWEKLLAALDKDKLPERYFVFGISTMAPMYLQLLHKLSEHCDVFVFALNPSGM 240
consensus !!*!!!!! !!!*!!!!!!*!!!!!!!!! !!! ! * !!!!*!!!!!!!!!!!!!!!!* *!!!!!!!!!!!!!!

logo HWGNVI EAAQI LKGSGSDGDPVDLSTQATGHPLLASLGKQGRDFFDFLNSE I
ME I

MEETEPTVPYEVFTEESGSGERADTLLHARLQNTDIQNTLKSLMPSENEV
NTDB id 400306 GJV52 RS02935 WP 154212852.1 HWGNVIEAAQILKSSDDVDLSQTGHPLLASLGKQGRDFFDFLSEIEMETPVYETESSGEATLLHRLQNDIQTLSLPSENE 320
NTDB id 1133 OK783 RS06970 WP 010951252.1 HWGNVIEAAQILKGGGDPDLTQAGHPLLASLGKQGRDFFDFLNEMEIEEETPVFEEGGRDTLLHALQTDIQNLKMPSENV 320
consensus !!!!!!!!!!!!! !*!!*! !!!!!!!!!!!!!!!!!!! !*!*! * * ! ! !!!! !! !!! ! *!!!!

logo

A
G
E
S
K
VGDALLTDSDGS IVCR I

VVSAHSPLRELQI LKDKQLLHKI LHEHPDWQPHDIAVLTPNI EPYSTPF I EAVFGQRAAQDPGATQALPYS IVS
NTDB id 400306 GJV52 RS02935 WP 154212852.1 AEKGDALLSDGSVRVVSAHSPLRELQILKDQLLHILHEHPDWQPHDIAVLTPNIEPYSPFIEAVFGRAADGTQALPYSIS 400
NTDB id 1133 OK783 RS06970 WP 010951252.1 GSVG...TDDGSICIVSAHSPLRELQILKDKLLKILHEHPDWQPHDIAVLTPNIEPYTPFIEAVFGQAQPGAQALPYSVS 397
consensus * !*** !!!***!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! ! *! !!!!!!*!

logo DVKI
LSRRQPFLFYALECQVLSADLLESRFEVDGKVLAPLLDESTAHLPVLQNRRFEGI

L
S
T
E
G
D
EDLPLLHDMTI

VADELNVHWGLDGEKMRGAGATDDQLFTW
NTDB id 400306 GJV52 RS02935 WP 154212852.1 DVKLSRRQPLFYALEQVLALLESRFEVDKVLPLLDSHLVQNRFEISEEDLPLLHDTIAELNVHWGLDGKMRGAADDLFTW 480
NTDB id 1133 OK783 RS06970 WP 010951252.1 DVKISRRQPFFYALECVSDLLESRFEVGKVLALLETAPVLRRFGLTGDDLPLLHDMVADLNVHWGLDGEMRGGTDQLFTW 477
consensus !!!*!!!!! !!!!!*! !!!!!!!! !!!*!!****! !! ** *!!!!!!! *!*!!!!!!!!! !!!* ! !!!!

logo

K
QQAALDSRLMI

VLGWMLPAEGGDNGPMWQDNVSAWHYAGDVNQLTAMVFGSRFATAFLMEQTLASDNI
TAQR I

TWQRQTAPATTVDGEWI
V
A
ERCIRDQLLRDEGTLFAQALGDPD

NTDB id 400306 GJV52 RS02935 WP 154212852.1 QQALSRLVLGWMLPAGGDGMWQNVSAWHGDVNQLAVFSRFTAFMQTLANTAQTWQTATTVDEWIERIRQLRDGLFALGDD 560
NTDB id 1133 OK783 RS06970 WP 010951252.1 KQAADRMILGWMLPEGGNPMWQDVSAWYADVNQTAMFGRFAAFLETLSDIARIWRQPATVGEWVARCRDLLETLFQAGPD 557
consensus !! !**!!!!!! !! *!!! !!!!**!!!! !*! !! !!* !! ! ! * !! !!* !*! ! * !! !*!



logo DQKYAAVQNQFLENQAELWVKWQEESVATLASGFFSDGLQLPQHQTVIRHIRSRFLDSSESEQAGFLRGGI
MTFCSMVPMRSLPFKVI

LCLLGLNDGD
NTDB id 400306 GJV52 RS02935 WP 154212852.1 DQYAAQQFEQALVKWQEEVALSGFSDGLLPQHTVIRHISRFLSSESQAGFLRGGMTFCSMVPMRSLPFKVLCLLGLNDGD 640
NTDB id 1133 OK783 RS06970 WP 010951252.1 DQKAVQNLENEWVKWQEESTLAGFF.GQLPQQTVIRHIRRFLDSESEAGFLRGGITFCSMVPMRSLPFKVICLLGLNDGD 636
consensus !! ! !* !* !!!!!! ! !! *! !!!*!!!!!! !!! !!! !!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!

logo FPRNTKAPATVFDL IVAKHPAKKGDRARRDDDRYLFLEAI
L I SARE I LYLSYI

VGRDS IRVKNDAEELAPSSASLLGSEL IDTI
VAAEMTGKTNRSKR

NTDB id 400306 GJV52 RS02935 WP 154212852.1 FPRNTKPTVFDLIAKHPKKGDRARRDDDRYLFLEAIISAREILYLSYVGRSIVNDAELAPSALLSELIDTIAEMTGKRSK 720
NTDB id 1133 OK783 RS06970 WP 010951252.1 FPRNTKAAVFDLVAKHPAKGDRARRDDDRYLFLEALISAREILYLSYIGRDIRKDEELASSSLLGELIDTVAAMTGTNSR 716
consensus !!!!!!* !!!!*!!!! !!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!! ! ! !!!*! !! !!!!!*! !!! !*

logo

D
QLALAQNWI

V
C
EQHPLQAFSRTRYFQELGQDGRSSDVGKI

L
F
I
G
STRSTDYAAQALGNEQATAPHRPSEKPMPAQPFFDKQPLVEGNEAEPPVAEI IVGTQDNEF IGRFWKRN

NTDB id 400306 GJV52 RS02935 WP 154212852.1 DLLANWVCQHPLQAFSTRYFQLQDS.VKLISTRSDYAQALNEAAHRPSEKMAPFFKQPLGNEAEPPAIVTQNEFIGFWKN 799
NTDB id 1133 OK783 RS06970 WP 010951252.1 QLAQNWIEQHPLQAFSRRYFQEGGRSDGIFGTRTDYAAALGQTP....EPPQPFFDQPVEN.AEPVAEIGQDEFIRFWRN 791
consensus ! !!**!!!!!!!! !!!! * * !!*!!! !! *****!** !!! !!* !*!!!*! * ! !!! !!*!

logo PVKAVWLQRQTLAGWRSEPHYI
R
D
GEAWEPSAEPFEPEQHQAGEKQIADEATYI

L
E
GARREQGRQDFASQSTVAEATKR I

L
A
NAESLLPSTGELGKSLWQQRSFQATAAK

NTDB id 400306 GJV52 RS02935 WP 154212852.1 PVKAWLRQTLGWREPYRDEAWESAEPFEPEQGEKIADAYLEARRQRQDFASVETKLNAESLLPTGELGSLWQQRFQAAAK 879
NTDB id 1133 OK783 RS06970 WP 010951252.1 PVKVWLQQ.LAWSEPHIGEAWEPAEPFEPQHAEQIAETYIGARREGQDFSQTAARIAAESLLPSGELGKLWQQSFQTAAK 870
consensus !!! !! !*!*! !!* !!!!*!!!!!! **! !!* !* !!! !!! ** !!!!!!*!!!! !!!! !! !!!

logo QI
LDQTADLVLENSPKLVPPFVAPYAE I

L
P
V
F
SDGQQI

TLKSGSLGNHNLVYQRCGQI
V
F
M
F
Y
A
R
N
Y
G
KKLPNAPEQR I

VAFLLLEHLVI
LFCNAVMRPSEASESTGRQSTFYFIVQSNSDG

NTDB id 400306 GJV52 RS02935 WP 154212852.1 QLDQDLLESPKVPPVAYELVFDQQTLSGSLNHVYQCGQIMFRNKKLNAPERIALLLEHVLFNAVRPSESESGQSYFVSND 959
NTDB id 1133 OK783 RS06970 WP 010951252.1 QIDTAVLNSPKLPPFPYAIPSDGQILKGSLGNLYRCGQVFYAYGKPNAPQRVAFLLEHLIFCAVMPSEAETRQTFIVQSG 950
consensus !*! *! !!!*!! *! ** ! ! ! !!! **! !!!* * !*!!! !*! !!!!**!*!! !!! !* !** !

logo ETEVVLYAPE IADQRDHRTAHLDQI
LLQSETWLMAEFYFYNIGQHNRPLPFFAKTSLAAAEQAFYALKQKQDEWEAALQKSAKAAQGTAYFYGNSKMVNSKPGQGKDSYTEVAL

NTDB id 400306 GJV52 RS02935 WP 154212852.1 ETVVYPEIDRHTAHDILQTWLEYYNIGQHRPLPFFAKTSLAAAQAYLKKQEWEAAQSAAAGAYFGNKMNPGQGSYTEVAL 1039
NTDB id 1133 OK783 RS06970 WP 010951252.1 ETEVLAEIAQDRALQLLSEWMAFFNIGQNRPLPFFAKTSLAAAEAFAQKQDWEAALKKAQTAYYGSKVSKGQKDYTEVAL 1030
consensus !! ! *!! * !* *! !* **!!!!*!!!!!!!!!!!!!! !* !!*!!!! ! !!*! !* *!! !!!!!!

logo VFGHNADDSEQNSPLDEQTPLFENLAI IRELLMALDVPTLALAIAEVKSRTESGKETAGAA
NTDB id 400306 GJV52 RS02935 WP 154212852.1 VFGHDDESPLDTPLFENLIIEMLVPLLIAVSTSKEA.. 1075
NTDB id 1133 OK783 RS06970 WP 010951252.1 VFGNASQNPLEQPLFENLARLLADTLAAAEKREGTGAA 1068
consensus !!!* !!* !!!!!! * *! ! ***



X non conserved

X similar

X ≥ 50% conserved


