logo

NTDB id 40026 SGGBAA2069 RS00790 WP 009853236.1
NTDB id 401 FSA28 RS09370 WP 002291646.1

NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 40026 SGGBAA2069 RS00790 WP 009853236.1
NTDB id 401 FSA28 RS09370 WP 002291646.1

NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 40026 SGGBAA2069 RS00790 WP 009853236.1
NTDB id 401 FSA28 RS09370 WP 002291646.1

NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 40026 SGGBAA2069 RS00790 WP 009853236.1
NTDB id 401 FSA28 RS09370 WP 002291646.1

NTDB id 392 SMU RS09000 WP 002263442.1
consensus

7 AL T A ARG RS A T

M FEKIEQAYJSL L NpsQ® ENy L TH YDALIEQN JJYLGAEGAE |3 EWINNIRKLRQLEIL KEEWRR FQFIFIKA{Q
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

AL B ST L

QLQ NHQFTPD IGFI L L ERLT 4 D EIGSGTGNLA T NNSSKI Y GIEVDDLLIDLSASIA V DSy
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASTIADVLDSS

ARG S e L S AT

JYNE QEDAVRPQILKESDVIISDLPVGFYPNDINIAIMRYIWVA BIQAHTYAHHLLMEQSLKYLKK G A FLAPVEJLLTS)AQ
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
VHFVQEDAVRPQILKESD IISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ

[
K oL \ K RV
L Lol 5 o P VAot s LUt P e
SILLKNWLIY pg¥yI AVI LPE IF[§ Iy NINKSIFVLKKQ [£¥:| IYJE FVYPL DLQBBIERLFN IFRKWKYDN N3
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVFR
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF

X non conserved
B similar
>507% conserved
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