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NTDB id 40015 LAC30SC RS09300 WP 013642467.1 MAIPTRNEVPENLKWDLTRIFKTDEDWEAAFDKAKDDVEKLGALKGTLTKSGKDLYEGLTKILAVKRDVENIYVYATMSS 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 .MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKN 79
consensus * * ! ***! !!!! !! !! !!! ** !* ! ! !*! !*! ! * * * ! *! !!!!!*!

logo DQVDTSTNVGSHLYLQEGYQVASKRAVQSNTLAYNSQFLESAEAVFTASFYFI ESPEFI LMAS ILDPDSDKKLAEQFKEKDQEPGRLGKLNYDEHYFLERTI
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NTDB id 40015 LAC30SC RS09300 WP 013642467.1 DVDTSNSHYLGYVSRVQTLANQFEAVTSFISPEILSIPSDKLAQFKKDEPRLKNYEHYLETITNKRPHTLPAEEEKIIAD 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAA 159
consensus ! !!* *! ! * ! ! * !! * ** !!! !! !! ! !*!! ! * **! !* ! ! **!

logo AGSDAI FMGNGVPSETDNTFNVLDTNASDI
M
E
L
F
Y
G
P
W
YVQSDDGEQGDNMVEVEQLSTDHGLNFYI

S
L
TL IMEQSKQDNRDI

VRKGAFYDEATLMYAGATYEGQFQHNSTLYAQSTLQSGVVKKV
NTDB id 40015 LAC30SC RS09300 WP 013642467.1 ASDAMGVSENTFNVLTNSDMEYGYVQDDEGNMEQLSDGLYSLLIQSQNRDVRKGAFDTLYAAYGQFQNSLASTLSGVVKK 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 AGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKV 239
consensus ! ! * !!!!! ! !* ***! ! ! * !**! * !* ! !!*!!!!** *!* ! !!!** ! !! !!!!

logo HNYNQAKVHRHKYDNSAREHAALASAENFNI
VPETKSVYDSTL ILEQESVDNKSHLDPLLHRYLVADLRKKI
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YDMVYTVPLSTEGKTEPATLASLYNTFYEEAS

NTDB id 40015 LAC30SC RS09300 WP 013642467.1 HNYNAKVHKYDSAREAALSENNVPTKVYDTLIQEVDSHLDLLHRYVALRKKILRLKDLQMWDMYVPLTGKPALSYNFEEA 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETET.ALTYEES 318
consensus !!!*!!!**! !!!*!!! ! *! !!!*!* ! !!*!!!!!* !!!!*! ! *! !*!*! !!* * * *!!
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NTDB id 40015 LAC30SC RS09300 WP 013642467.1 KEVAKKALAPLGEDYLKHVDYIFNNRVIDVVESKNKVTGAYSGGAYDTDPYELLNWEDNVDSLYTLVHETGHSVHSWYTR 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTR 398
consensus ! !!* !!*! !*!* ! ! !!!** ! ! *!!!!!!!!!! ** !!!! ! *! !*!!!!!!!!!*!! *!!
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NTDB id 40015 LAC30SC RS09300 WP 013642467.1 NTQPYVYGDYPIFVAEIASTTNENILTEYFLDHITDPKTRAFILNYYLDSFKGTLFRQTQFAVFEQFIHEADAKGEPLTA 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTA 478
consensus *!!!!!!!!!!!!*!!!!!!!!!!!!!! ! ** !*!!! !!!*!!! !!!!*!!!!!!! !!* !!!!!! ! *!!!

logo DFTLMDNDKLVYAGDQLNEQHKYYGNDLKSAVEDPGNGYDE IAQFLEWESR IPHFYMYNFYYVYQYATGFAAASTAYLAENKI
VVHGTDEAEDKRDEAYLGTFYLKAGSSDY

NTDB id 40015 LAC30SC RS09300 WP 013642467.1 DTLDDVYGQLNQHYYGDSVEPGGDIALEWSRIPHFYYNFYVYQYATGFAAATALANKVVHGTDADRDAYLGFLKAGSSDY 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 DFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDY 558
consensus ! * *!* !! *!! !* *! !! !!!!!! !*!!!!!!!!!!!!* !! !*!!!!* !**!!! *!!!!!!!!
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NTDB id 40015 LAC30SC RS09300 WP 013642467.1 PTEIMKHAGVDMTKPDYLEDAFKTFEKRLNEFESLIEK..... 598
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus ! !**!*!!!!!! *!!!* !!! !! !! ! ! !*!!*****
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