
logo MKES I IVEQRNI FNEDHLMSQLLLYSF IDEPSKEKNTFSFLAESATI
VLHYVI

VFDGGENLQDETVATVNRLGAAGI E I L ITLSTSDI IMDDLEDEDNHRDHALPWM
NTDB id 400083 GJS30 RS15995 WP 223204411.1 MKSIIERNIFNEHLMQLLLSFIEPKKNFSLAESAVLHYVIFDGENQETAVNLGAAIEILTLTSDIIDDLEDEDNRDAPWM 80
NTDB id 93 BSU 31710 NP 391049.2 MKEIVEQNIFNEDLSQLLYSFIDSKETFSFAESTILHYVVFGGENLDVATRLGAGIEILILSSDIMDDLEDEDNHHALWM 80
consensus !! !*! !!!!!*! !!! !!!**! !! !!! *!!!!*! !!! * ! !!!*!!!! !*!!!*!!!!!!!!**!*!!

logo KIDNRSELASLNAAFLSLYTAVGLQTS INYS ILNSNTNPL IVFIKYVLKYI
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NTDB id 400083 GJS30 RS15995 WP 223204411.1 KIDRSLALNAAFSLYTAGLQSINSISTNPLVIKYVLKYIQDAMQGQHDDLINKPKTEDECLEVIKLKCGSLFALANVTGT 160
NTDB id 93 BSU 31710 NP 391049.2 KINRSESLNAALSLYTVGLTSIYSLNNNPLIFKYVLKYVNEAMQGQHDDITNKSKTEDESLEVIRLKCGSLIALANVAGV 160
consensus !! !! !!!! !!!! !! !! !* !!!* !!!!!!***!!!!!!!!* !!*!!!!!*!!!!*!!!!!! !!!!! !

logo LLATGEFYNEKSTVERSYSYYKGI FIAEQI SGDYHYAVI
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NTDB id 400083 GJS30 RS15995 WP 223204411.1 LLATGEFNKSVESYSYYKGIFEQISGDYHAIFKDNTSDILKDKHTLINLYLKRLFNKSSQELLCIFSDQKLYSQLRLNKK 240
NTDB id 93 BSU 31710 NP 391049.2 LLATGEYNETVERYSYYKGIIAQISGDYYVLLSGNRSDIEKNKHTLIYLYLKRLFNDASEDLLYLISHKDLYYKSLLDKE 240
consensus !!!!!!*! *!! !!!!!!! !!!!!!* * ! !!! ! !!!!! !!!!!!!! ! *!!** !* !! ! !
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NTDB id 400083 GJS30 RS15995 WP 223204411.1 EFIQKLYDSGASQYVSVLYQLYMYKCETEVENLNLDIKKIKIIKKHLLNNKNNKKDDEDAEFNKLFFELSGCIKETEKQ 319
NTDB id 93 BSU 31710 NP 391049.2 KFQEKLIKAGVTQYISVLLEIYKQKCISAIEQLNLDKEKKELIKECLLSYTKGDTRCKT.................... 299
consensus ! !! ! *!!*!!! *! !! * *!*!!!! ! *!! !! * ********************

X non conserved

X similar

X ≥ 50% conserved


