
logo MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNREENVHLLLRKYYAF IKLDHNDI IKELQKLKVSYITYMDSEYPVL
NTDB id 40 MW RS06080 WP 000593192.1 MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNREENVHLLRKYYAFIKLDHNDIIKELQKLKVSYITYMDSEYPVL 90
NTDB id 25 SA RS06185 WP 000593194.1 MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDSYLCEWVNREENVLLLRKYYAFIKLDHNDIIKELQKLKVSYITYMDSEYPVL 90
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo LKE IYQFPLLLFYKGNIKL INNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGADAMAHQIALKYNLPTIAVLAFGHQTH
NTDB id 40 MW RS06080 WP 000593192.1 LKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGADAMAHQIALKYNLPTIAVLAFGHQTH 180
NTDB id 25 SA RS06185 WP 000593194.1 LKEIYQFPLLLFYKGNIKLINNMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGADAMAHQIALKYNLPTIAVLAFGHQTH 180
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo YPKSTLALRNKI EEKGLVI SEYPPHTP IAKYRFPERNR I I SGLSKGVL ITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLR
NTDB id 40 MW RS06080 WP 000593192.1 YPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLR 270
NTDB id 25 SA RS06185 WP 000593194.1 YPKSTLALRNKIEEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQSGSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLR 270
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo IQEGAKVVLNANDI FEDYYI
NTDB id 40 MW RS06080 WP 000593192.1 IQEGAKVVLNANDIFEDYYI 290
NTDB id 25 SA RS06185 WP 000593194.1 IQEGAKVVLNANDIFEDYYI 290
consensus !!!!!!!!!!!!!!!!!!!!
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