
logo MCTRKQQGFTLTELL IVMAVIAAIMAMTIALPNMSGQWIASRR IASHAEQR I
VANLLRFSRGEAVRLNLPVYICPVQVKKDGGAPN

NTDB id 399693 GJE05 RS02845 WP 002259882.1 MCTRKQQGFTLTELLIVMVIAAIMAMIALPNMSQWIASRRIASHAERIANLLRFSRGEAVRLNLPVYICPVQVKKGGAPN 80
NTDB id 1136 NGFG RS02420 WP 003687912.1 MCTRKQQGFTLTELLIVMAIAAIMATIALPNMSGWIASRRIASHAEQVANLLRFSRGEAVRLNLPVYICPVQVKKDGAPN 80
consensus !!!!!!!!!!!!!!!!!! !!!!!! !!!!!!! !!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!

logo NKRCDFGSKKGQRGMLAFGDKNGNKATYDGNDTAVDVFLLRSVVLNDDI
T
D
NDKSR INYAFNHIAFGQSSTQPTADRVVWTFNQNGTFGYLSPT

NTDB id 399693 GJE05 RS02845 WP 002259882.1 NKCDFGKKGQGMLAFGDKNGNKTYDGDTADVLLRSVVLNDDINDKRINYAFNHIAFGQTQPTADRVVWTFNQNGTFGYST 160
NTDB id 1136 NGFG RS02420 WP 003687912.1 NRCDFSKKGRGMLAFGDKNGNKAYDNDTVDVFLRSVVLND.TDDSRINYAFNHIAFGSSQPTADRVVWTFNQNGTFGYLP 159
consensus !*!!! !!! !!!!!!!!!!!! !! !! !! !!!!!!!!* ! !!!!!!!!!!!! *!!!!!!!!!!!!!!!!!!! *

logo

D
NQDNLKTDNNTSKRFVYSDGYIQIVLTDARAVSDADKKFRSAVVL INSSGRVEVCPRKRNDRTRATVCKQHYK

NTDB id 399693 GJE05 RS02845 WP 002259882.1 NQDLTNTSRFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCPRNDRRTVCQYK 222
NTDB id 1136 NGFG RS02420 WP 003687912.1 DQNLKDNSKFVYSDGYIQIVLTDARAVSDADKKFRSAVVLINSSGRVEVCRKNDTRAVCKH. 220
consensus ! ! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!**!! ! !! **

X non conserved

X similar

X ≥ 50% conserved


