>

A Bk s LA

e KK KKKLEEISKKFDEEKEAL%ALKB

)

NTDB

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

3996
600
269
228
194
159
527
499
453
408
115
625
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1205
1022
1074

consensus

4 PLABR RS13560 WP 013629014.1
KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

KTNFDDITKKYGA
PKKLEEISKKFGA
PKKLEEISKKFGA
PKKLEEISKKFGA
PKKLEEISKKFGA

MRLG
MRLG

IEK@MFGKG IM
IEKSFGKGRAIM
IEKEJFGKGIIM
IEKYFGKGIIM
IEKWNFGKG IM
IEK@MFGKG IMRLG
IEKMNFGKG IMRLG
IEX[NFGKGH MR G

kok o bk D Dk

RRNIT DI HDDHDI ==

P
S
S
S
S
S
S
S
S
S
P
S
S
S
S
P
S
S
S
S
S
S
S
S
S
S

GSLELD

GS

GSL
GSL
GSL
GSL
GSL
GSL
GSL
GSL

GSLH
GSLf

LD
LD

GSL LD

* 1 ko

RN

* 1



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

3996
600
269
228
194
159
527
499
453
408
115
625
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1205
1022
1074

consensus

4 PLABR RS13560 WP 013629014.1
KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1
SPR RS08825 WP 001085462.1
SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1
SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2
LCA RS02525 WP 011374196.1
DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1
C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

V
|

I

7]

I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I
I

g H H HHH

*

105 ATl e o A e el EH

E GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
E YGPESSGKTT
EIYGPESSGKTT
EIYGPESEGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT
R NN TR

ANPAQ [NGGUEAAN DAEHALDPE AIBMLGVN ELL
AIRUQKIAGGINNAF IDAEJJALDPJAY AALGVN DELL
ANAQKINGGEAAF IDAEHALDPEIY ARWALGVN DELL
ANFAQKIRGGIAAF IDAEHALDPRY ABWALGVN DELL
ANAQKINGGRNAAF IDAEHALDPEIY ARWALGVN DELL
ANFAQKIRGGEAAF IDAEHALDPRY ARWALGVN DELL
ANIAQKIRGGENAAF IDAEHALDPRY ALWALGVN DELL
ANFAQKINGGEWAAF IDAEHALDPEIY ARWALGVN DELL
ANIAQKIRGGENAAF IDAEHALDPRY ARWALGVN DELL
ANAQKINGGRWAAF IDAEHALDPEIY ARWALGVN DELL
AIRUQNNGGNAF IDAEHALDPYYAMMLGVN ELL
AJRUQK[WGGIWNA IDAERJA DPI{YAMALGVN D LL
ANFAQKINGGINSAF IDAEHALDPYYY AISAL GVNIDELL

AJNMQKINGGUA¥AF IDAEHALDRYY AJSYLGVNID L

AIGOKINGGAASAF IDAEHALD|RIY AISHL.GV ¥ NLL
AIEOKINGGLAAF IDAEHALDEIY AISHL.GV gy RLL
AIINQK\YGGIWNAF IDAEHAJD|UBSIY AIRSLG N EL
AAQKGTFYNEAF IDAEHALDPYY AL GVNDELL
GAEF DAEHARDPWYAIRMLGVIY ELM

\MGAF DAEHARDP\YYAIRNLGVIY ELM

GAE DAEHA|DP\YYAIRNLGVIY EL)
IN{AFIDAEHALDIEYY ADIALGV]Y § LL

DELL

DELL

SINGAF DAEHALDPINYAMILGVN D LL
INMAFIDAEHALDPNYAJANLGV  DRYLL
INGAFIDAEHALDP[NYAJANLGV  DRJLL

P e N N R i B ety

SQPD
SQPD
SQPD
SQPD
SQPD
SQPD
QPD
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPDYGEQ
SQPDRIGEQ
SQPD GEQ
SQPD GEQ
SQPDIYGEQ
SQPDRIGEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ
SQPD GEQ

sk b lsksk b sk x|

oA

150
154
153
1563
153
153
1563
153
1563
153
138
140
152
139
141
141
148
156
140
140
140
148
139
139
139
139
139



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

3996
600
269
228
194
159
527
499
453
408
115
625
1313
1245
1211
1214
1334
1389
1130
1124
1123
1427
1165
1142
1205
1022
1074

consensus

4 PLABR RS13560 WP 013629014.1
KW2 RS01765 WP 011675413.1
KZH43 RS08665 WP 001085462.1
SPD RS09265 WP 001085462.1

SPR RS08825 WP 001085462.1

SP RS09750 WP 001085462.1
SMSK321 RS11065 WP 001085454.1
SM12261 RS08315 WP 078228268.1
Spy49 1753c ACI62003.1

SMU RS09530 WP 002262392.1
BSU 16940 NP 389576.2

LCA RS02525 WP 011374196.1

DR RS12030 WP 010888966.1
Cj1673c YP 002345041.1

C694 RS00795 WP 000963128.1
NCTC11637 00359 SQJ03206.1
RAOC RS04870 WP 004918236.1
A4U84 RS07560 WP 021112712.1
NGFG RS03960 WP 003688695.1
NGFG RS03960 WP 003688695.1
0K783 RS03845 WP 003688695.1
RS RS02760 WP 011000510.1
A1552VC RS01565 WP 000344154.1
GTF74 RS11550 WP 000344154.1
PSJM300 05545 AFN77183.1
ACIAD RS06390 WP 004925639.1
ABD1 RS10195 WP 000344167.1

Ot s R SO

VVDSVAALVPKAE
VV DSVAALVPKAEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI
VVVDSVAALVP AEI

AEI

VVDSVAALVP AEI
VVVDSVAALWP AETI
VVDSVAALWPKAETI
VVVDSVAALWPKAET
VVVDSVAALIWPKAET
VVVDSVAALWPKAET

VDSVAALINPKAET
VVVDSVAALVPKAEI
VVVDSVAALVPKAEI
VVVDSVAALVPKAEI
V DSVAALVPKAEI
VVDSVAALEPKAEI
VVDSVAALWPKAETI

VDSVAALVPKAET
VVDSVAALWPKAETI
VVDSVAALWPKAET

G IGD HVGLQAR
G MGDSEVGLQAR
GDMGDSHVGLQAR
GDEGDSHVGLQAR
GDMGDSHVGLQAR
GDEGDSHVGLQAR
GDEGDSHVGLQAR
GDMGDSHVGLQAR
GDEGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
G MGD HVGLQAR
GDMGDSERGLAAR
GDMGDEHVGLQAR
GDMGDWNHVGLQAR
GDMGDHVGLQAR
GDMGDS  GLEIAR
GDMGDSH GLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR
GDMGDSHVGLQAR

MGD MEGLQAR

MGDSH GLQAR [
MGDSH GLQAR |#

MGD HVGLQAR
MGDSH GLQAR
MGDSH GLQAR

ETT

229
233
232
232
232
232
232
232
232
232
217
219
231
219
221
221
227
235
219
219
219
227
218
218
218
218
218



togo SVRLDIR 109 Kre BeBEyY HQK\LKWKNKVAA F%AFL §‘§E EL Q'AY@L‘M Ki A XSYIE

NTDB id 39964 PLABR RS13560 WP 013629014.1 R ISSLKEGD ..... GIBWIKINK VKNKVAPPF D 304
NTDB id 600 KW2 RS01765 WP 011675413.1 IIGSTKIEEGS. KVVKNKVAPPF N 312
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NTDB id 453 Spy49 1753c ACI62003.1 IIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IIGNTQIKGTG. KVVKNKVAPPF IRYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 IMRAEQLKQGN. . . .. KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMAETIKNGT. . ... KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KVKNKVAPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF M GEG S DY 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMRCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 310
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NTDB id 1427 RS RS02760 WP 011000510.1 IRITGS....I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IRTGA....I.KEG KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. I.KEG| KVVKNK AJPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R . .V.KEG KVVKNKVAPPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R .. V.KEG KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .V.KEG KVVKNK APPF D 293
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