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MTKNIAGDKIDELHS IVP I
VGQDPHEYEPLPEDVKKTSEQADL

NTDB id 39950 N597 RS00540 WP 023022123.1 MKKIASVLALFVALLFGLLACSKGSSSKSSSDKLKVVTTNSILADMTKNIAGDKIELHSIVPVGQDPHEYEPLPEDVKKTSQADL 85
NTDB id 439 SPR RS07420 WP 000733056.1 MKKLGTLLVLFLSA.IILVACASGKKDTTSGQKLKVVATNSIIADITKNIAGDKIDLHSIVPIGQDPHEYEPLPEDVKKTSEADL 84
consensus !!!****! !!* * !*!! ! *! !!!!! !!!!*!!*!!!!!!!!!*!!!!!!*!!!!!!!!!!!!!!!!!! !!!

logo I FYNGINLETGGNAWFTKLVEKNAKNKTVENKDYFAVSDEGVDVIYLEGQNEQAKGKEDPHAWLNLENGI I FYAKNIAKQL ISAKDPKNNKDEFY
NTDB id 39950 N597 RS00540 WP 023022123.1 IFYNGINLETGGNAWFTKLVKNANKVENKDYFAVSEGVDVIYLEGQNQAGKEDPHAWLNLENGIIYAKNIAKQLIAKDPKNKDFY 170
NTDB id 439 SPR RS07420 WP 000733056.1 IFYNGINLETGGNAWFTKLVENAKKTENKDYFAVSDGVDVIYLEGQNEKGKEDPHAWLNLENGIIFAKNIAKQLSAKDPNNKEFY 169
consensus !!!!!!!!!!!!!!!!!!!! !! ! !!!!!!!!!*!!!!!!!!!!! !!!!!!!!!!!!!!!!*!!!!!!!! !!!! !!*!!

logo EKNLAKAEYTDEKLDSKLDKQEASKDQAKFNKNIPADEKKLMIVTSEGACFKYFSKAYGVPSAYIWE INTEEEGTPEQIKTLVEKLRQTKVPSLFVE
NTDB id 39950 N597 RS00540 WP 023022123.1 EKNLAAYTEKLSKLDQEAKQAFNNIPADKKMIVTSEGCFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTLVEKLRQTKVPSLFVE 255
NTDB id 439 SPR RS07420 WP 000733056.1 EKNLKEYTDKLDKLDKESKDKFNKIPAEKKLIVTSEGAFKYFSKAYGVPSAYIWEINTEEEGTPEQIKTLVEKLRQTKVPSLFVE 254
consensus !!!! !!*!! !!! ! ! !! !!!*!!*!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo SSVDDERPMKTVSKQDTNIP I FYASKQI FTDS IAEKEQGEKEGDSYYSMMKW
YNLDEKIAEGLANK

NTDB id 39950 N597 RS00540 WP 023022123.1 SSVDERPMKTVSKDTNIPIFSKIFTDSIAKEGEEGDSYYSMMKWNLEKIAEGLNK 310
NTDB id 439 SPR RS07420 WP 000733056.1 SSVDDRPMKTVSQDTNIPIYAQIFTDSIAEQGKEGDSYYSMMKYNLDKIAEGLAK 309
consensus !!!!*!!!!!!! !!!!!!* !!!!!!! ! !!!!!!!!!!*!!*!!!!!! !
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