
logo

MAMSAM
R
M
S
G
L
VNRKVVI IL IVGNRLTGKNQRDPDELMVRTYTMPSNGADEGAVCATNLIFSTI

L
VAVTNSRESTFWTRNNDQRKMSANTGQEMQRRKVREEKQVRATDEFWI

HNRCVITVFTLMW
F
Y
G
R
R
K
Q
LAENIVVAASGNEQFYLKRKGGSKQLAVGYI

L
V

NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQS.GE..READFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 399499 GJE14 RS22085 WP 073828084.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQ....AESVQFLEPKNGGGSG...SGGYNEGNSGGGQ........YFGGGQNDNPFGG 138
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYEEGY..GQSQEAYQRPAQ..............QS 136
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIV....ANEMKMLGGRNENSGGAPYDEGY..GQSQEAYQRPAQ..............QS 136
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQ....GDVLQMLDSRSSGGD.FG.......GNQGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 399499 GJE14 RS22085 WP 073828084.1 EGQLRTRKWTDQSGQDRYTTEVVVN.VGGTMQMLGGRQ.GGG.APAGGNIGGGQPQGGWGQPQQ............PQGG 145
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGG.MPAQGGMNVPAQQGSWGQPQQ............PAKQ 147
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NTDB id 113 BSU 40900 NP 391970.1 NQNNQRRN....QGNSFNDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 RQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 RQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGNATR....PQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 399499 GJE14 RS22085 WP 073828084.1 NQFSGGAQSR....PQQSAPAAPYNEPP.MDFDDDIPF 178
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQPMQ..QSA.....PQQYSQPQYNEPP.MDFDDDIPF 177
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