logo

NTDB id 399437 GJE16 RS09635 WP 000345117.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 399437 GJE16 RS09635 WP 000345117.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 399437 GJE16 RS09635 WP 000345117.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

logo

NTDB id 399437 GJE16 RS09635 WP 000345117.1
NTDB id 401 FSA28 RS09370 WP 002291646.1
NTDB id 392 SMU RS09000 WP 002263442.1
consensus

DFER A 0ot DAL YL e L EE Resedf s

MDFEKIEWAVYRYLL NYQW  WLITIMIYDAL EQN MYLD Egdl [ K NNWAL WLICRKEEWM ~ QF M KAM
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS
MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQS

R Dkok DD Do DD Dokok D Dok Dokokokokokok Dok D Dok Dokok Dok Dok D11 Pokoskokok 1 Dskskk | 1 okokok

G0 05 yuebe s T skl VLD o ks

IFLQ NHQFTPD I |8 ERLIQENY I E GSGNIGHML ETIy ISIRYKIY DY G EVDDLLIDL AS ADV (W8]
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASIADVLDSS
QQLQSNHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDY GIEVDDLLIDLSASTIADVLDSS

MWWMMNWMVWWWMW&WWM%WM&MMMW%

IXEFVQEDAVRPQ LKESDV ISDLPVG YP DEl ABREQVA BIMIHTYAHHLLMEQQIKYLKE GMAIFLAPEDLLTS|ZQ
VHFVQEDAVRPQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQ
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SIDIRRCVIURKEE A A ISLPEN'FE\ KNS BK  IF LK)y py  ElFFVYPLESIL QDESSIVLE FIQANF{NK Wy - [y pop 317
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317
SPLLKKWLQNNVTILAVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF 317

X non conserved
B similar
>50% conserved
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