
logo MKI LMIVEDDFTVIAESLAVKSELKQKWNHYEGAVI
V
N
VVEQDQFYDYADI LTES IKFHNQSHLQPHQLVLLDINLPHTLNGFHWCQE IRKQTSNQVP I IMF I SSAR

NTDB id 399322 GJE18 RS11375 WP 060552041.1 MKIMIVEDDFTIAESLVKELQKWNHEAVNVQDYYAITEKFHSLQPHLVLLDINLPHLNGFHWCQEIRQTSQVPIMFISSA 80
NTDB id 9 SA RS13865 WP 000697877.1 MKILIVEDDFVIAESLASELKKWNYGVIVVEQFDDILSIFNQHQPQLVLLDINLPTLNGFHWCQEIRKTSNVPIIFISSR 80
consensus !!!*!!!!!! !!!!! !! !!!* * ! * ! !* *!!*!!!!!!!!!*!!!!!!!!!!! !!*!!!*!!!!
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NTDB id 399322 GJE18 RS11375 WP 060552041.1 SDNMNQMMAMQMGADDFIEKPFNLKLTIMKIQALLRRSYDFKVEQSQLHVKGCDLIVDKAMLTYQDQTLSLTLTELQILQ 160
NTDB id 9 SA RS13865 WP 000697877.1 IDNMDQIMAIQMGGDDFIEKPFNLSLTIAKIQALLRRTYDLSVANDSLTVKGCTLILDEAKVVYQEQNIQLSLTELQILK 160
consensus !!! !*!!*!!!*!!!!!!!!!! !!! !!!!!!!!*!! ! * !*!!!! !!*! ! * !!*! * !*!!!!!!!

logo

L
QLF IQNEDHKYVSRNTATL I EKQCWEQSENF IDDNTLAVNMS

TRLRKKLKNQTIGLVNVDF I IQTKKNVGYKV
NTDB id 399322 GJE18 RS11375 WP 060552041.1 QLFINEDHYVSRNTLIEQCWQSENFIDDNTLAVNMSRLRKKLKQIGLVDFIQTKKNVGYKV 221
NTDB id 9 SA RS13865 WP 000697877.1 LLFQNEDKYVSRTALIEKCWESENFIDDNTLAVNMTRLRKKLNTIGVNDFIITKKNVGYKV 221
consensus !! !!!*!!!! !!! !! !!!!!!!!!!!!!!*!!!!!! !!* !!! !!!!!!!!!
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