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NTDB id 407 SMU RS04605 WP 002262865.1 MDNFQLFKLKKAGLTNLNILNIID.......YEERTQKSLSLRDMAVVSKNKKPLIFMEHYKNLDSKALRKEF..NRFPS 71
NTDB id 399300 GJE18 RS04470 WP 107368344.1 MLLENLIKLRYAGFTTQQLYRIFKRPIDVL...SSDITP.ILHQYITHQSPSSLRLKLQTFHTLSASNILQQLRHDNIFP 76
NTDB id 40 MW RS06080 WP 000593192.1 MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDS.YLCEWVNREENVHLLRKYYAFIKLDHNDIIKELQKLKVSY 79
NTDB id 25 SA RS06185 WP 000593194.1 MIKLFLLKLYWAHFSTKQIHQFLMAYPNVIKEEGRKKDS.YLCEWVNREENVLLLRKYYAFIKLDHNDIIKELQKLKVSY 79
consensus !****!*!!**!********* ***************** *!********** **********!****************
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NTDB id 407 SMU RS04605 WP 002262865.1 LSILDKEYPLELKNIYNPPVLLFYQGDLDLLA..RPKLAVVGSRNASQMGVAAVKKIIQ.DLSKQFVIISGLARGIDTAA 148
NTDB id 399300 GJE18 RS04470 WP 107368344.1 ITILDEQFPTLLKEIYQPPLLLFCKGDLTHVTISKYKLGIVGARDCTLYSEKAVNYLLHEMRHAPLIIVSGLAKGTDALA 156
NTDB id 40 MW RS06080 WP 000593192.1 ITYMDSEYPVLLKEIYQFPLLLFYKGNIKLIN.NMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGADAMA 158
NTDB id 25 SA RS06185 WP 000593194.1 ITYMDSEYPVLLKEIYQFPLLLFYKGNIKLIN.NMHHLAVVGARDSTSYTQQSLEFLLSNDKSKYLTIVSGLAQGADAMA 158
consensus ** *!***!**!!*!!**!*!!!**! ***** ****!**!!*!******** **************!*!!!!*!*!**!
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NTDB id 407 SMU RS04605 WP 002262865.1 HLASLKSGGATIAVIGTGLDVHYPKENRRLQDYI..AKNHLLLSEYEAQSQPLKYHFPERNRIIAGLSQGVMVAEAKIRS 226
NTDB id 399300 GJE18 RS04470 WP 107368344.1 HDYALKYSLPTIGVLGFGHHYHYPSVTKSLRHTIEMNRRGLTISEYPPMTPPAKFRFPERNRIISGLSHGVLVTEAKEKS 236
NTDB id 40 MW RS06080 WP 000593192.1 HQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKI..EEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQS 236
NTDB id 25 SA RS06185 WP 000593194.1 HQIALKYNLPTIAVLAFGHQTHYPKSTLALRNKI..EEKGLVISEYPPHTPIAKYRFPERNRIISGLSKGVLITEAKEQS 236
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NTDB id 407 SMU RS04605 WP 002262865.1 GSLITCERAMEEGRDVFVVPGNILDGQSEGCHHLIQEGAKCITSGFDILNEFNF... 280
NTDB id 399300 GJE18 RS04470 WP 107368344.1 GALITLDQALEHNRNVYVLPGDMFNKHTKGNMMRIKEGAEIVLSAADILKDLNTSIQ 293
NTDB id 40 MW RS06080 WP 000593192.1 GSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI... 290
NTDB id 25 SA RS06185 WP 000593194.1 GSHITIDFALEQNRNVYVLPGSMFNPMTKGNLLRIQEGAKVVLNANDIFEDYYI... 290
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