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NTDB id 1399 DSB67 RS15600 WP 010645755.1 .....MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNI.VQY.STEQLQLLGLTAKQLQAWS......QVDKEVDACLTW 72
NTDB id 39926 DEIPR RS09980 WP 148231943.1 MFAPHPAPSPDAELLALLTLRLTPGLGTRRIEALRRHFGTAQAALEVPPEALREVPGLDRRSAAAIGMAPPRESAAQELEKVAAA 85
NTDB id 1314 DR RS00625 WP 010886768.1 MTLPSP.AAAHAELLALLTLRFTPGLGPRRIENLRRHFGSAEAALAAPLTELRRVEGLDSRSVAAIGGAKAAEEARAELNK.... 80
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 VAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCL.......PQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSG 150
NTDB id 39926 DEIPR RS09980 WP 148231943.1 RQAGKDITLLGRGLPGYPPALEALGDPPAVLWVRGP.....LPELPPTPPAVGIVGTRSASPHALSLTRQIAAELAGTGLTVVSG 165
NTDB id 1314 DR RS00625 WP 010886768.1 .AAERGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTIAGELAAAGVLIVSG 164
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 LALGIDGHAHDGALLA.....GGKTIAVLGSGLEQVYPARHRGLAQRVAENGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLV 230
NTDB id 39926 DEIPR RS09980 WP 148231943.1 LARGVDTAAHSAAVEA.....GGLSIGVVGHAVDRVYPAENVDLARRL....TLVSEYPLGTGPKAHHFPQRNRLIAALSAGVLV 241
NTDB id 1314 DR RS00625 WP 010886768.1 LARGVDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRM....VVVSEYPLGTGPAQHHFPSRNRVIAALSAGVLV 245
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 VEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSINQSLDLFSAPIDEEELPF 315
NTDB id 39926 DEIPR RS09980 WP 148231943.1 VEGELKSGSLITATHALECGRTVFAVPGRAGDLRASGPHRLLREGAVLTETAADILTEL....GWEARAAGAGAG..EDVPDLPP 320
NTDB id 1314 DR RS00625 WP 010886768.1 VEGERKSGSLITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTEL....NWGLAP.....A..PAVPDLPP 319
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NTDB id 1399 DSB67 RS15600 WP 010645755.1 PQL.LANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKGRG 369
NTDB id 39926 DEIPR RS09980 WP 148231943.1 EQAATYSALTEPRTLDDLAALTGLGLAELQTALMMLQLSGLAEDSGGRWLRR... 372
NTDB id 1314 DR RS00625 WP 010886768.1 EQARVLRALQTPATLDDLAATTGLSIPELQTALVMLQLQGLAYEVGGRWSR.... 370
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