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NTDB id 1028 TT RS08215 WP 011173991.1 MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVKALLPA 85
NTDB id 39920 DEIPR RS06640 WP 013615072.1 MTTLSIADRKLGAVLLDGGYITDEDLQRMLVRHAEVGGRLADVMIDSGVVGEKRLAHAIESSLGIPAIDLMAVEPQPQALATIPG 85
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NTDB id 1028 TT RS08215 WP 011173991.1 EKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPPP..SGEGQKDLKL 168
NTDB id 39920 DEIPR RS06640 WP 013615072.1 HVAQNAAAVPFALEG..DLLKVAMLDPLSTLTIEVLEDETGYDIEPYQAMRSALNWRLAIHYPELGLTPQRPDQA...APGQERL 165
NTDB id 1306 DR RS10060 WP 027479822.1 QTALNLQAFPFALEG..DRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGASDAGRTGGKL 167
consensus ! ** !*!!!!** ****!!***!!*****! *!!**!***!!!!**********! !!!!!!! * ! ** * *!

logo GDELRYL ILVQRTHKRSGI
W
YI STDPRAEQAQLQEAEVGALDKVAEFQQEKQRTGDEALPLGAQR I

T
VLVIGRSKQGRGAI

L
N
P
T

D
E
D
E
A
QLYERVALANEQEKQGTLTEFLEPDNSLPTESTGI

F
H
T
V

V
P
D
G
P

P
E
E
R
S

A
V
A
L
E
G
L

L
S
V

M
L
S
LRASTDAVLRLYLGALVP

NTDB id 1028 TT RS08215 WP 011173991.1 GELLLQKGWISREALEEALVEQEKTGDLLGRILVRK.GLPEEALYRALAEQKGLEFLESTEGIVPDPSAALLLLRSDALRYGAVP 252
NTDB id 39920 DEIPR RS06640 WP 013615072.1 GDYLVRRSIITPQQLEAGLKFQERTGEPLGQVLIGQGALNDEQLYRALANQQGLEFLPDLSTFTVPERVLEVLSRTDAVRYGALP 250
NTDB id 1306 DR RS10060 WP 027479822.1 GERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVLGSMLRADALRLLAVP 252
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NTDB id 1028 TT RS08215 WP 011173991.1 IGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSREALKEALEVQKGLPRAKPLG 337
NTDB id 39920 DEIPR RS06640 WP 013615072.1 LGQQEEGYEVVGYDPRYFAQVQEQIGQPVQFLMSLPTQVEKAIERFYPAPAPAPFR.........DEMQ..SLYAGSGGQAKSLT 324
NTDB id 1306 DR RS10060 WP 027479822.1 VDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSRDQLREALQVQAREGKVKPLG 337
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NTDB id 1028 TT RS08215 WP 011173991.1 EILVELGLARPEDVEEALQKQRRGGGRLEDTLVQSGKLRPEALAQAVATQLGYPYVDPEEDPPDPGAPLLLPEDLCRRYGVFPHR 422
NTDB id 39920 DEIPR RS06640 WP 013615072.1 DVIMEMGFADSEDIQAAMQQQQQGGARLEDTLVQSGKLSPEMLAQSLATQLGYEFIDPAKNPPDSGVSMLVPEATARRYSVVPVR 409
NTDB id 1306 DR RS10060 WP 027479822.1 EVITELGFASPDEVDSALQKQNVGGGRLEDTLVQSGKLSPEMLARSLAAQLGYEFLDPIQNPPDPKVALMIPEATARRYVVVPVR 422
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NTDB id 1028 TT RS08215 WP 011173991.1 LEGNRLVLLMKDPRNILALDDVRLALKRKGLNYEVAPAVATEAAITKLIERFYGKAELSEIAKEFAKKQAEEEVP........SP 499
NTDB id 39920 DEIPR RS06640 WP 013615072.1 LEGEALVVAMKDPRNVFALDDLRLITGR.....EIVPAVMVEKEITRLIEKYFGSKDMAELNQRLLEESRERQKLQESAGAGDMD 489
NTDB id 1306 DR RS10060 WP 027479822.1 LQGNSLVVAMKDPRNVFALDDLKLITGK.....EILPAVMAEKDIIRLIERYFGEKGFEKLNKELAERNKTQQSQEAD......L 496
consensus !*!* !!**!!!!!!**!!!!**!**** !**!!!* !**!**!!!***! *** ************ *



logo

L
S
T

A
E
V

A
LDDENSAAIVQVKQRFTVVDEKNQS ILV IREAAFVLQDVASDIHI ETPRTQEDNTADELVKLQVRLYR IDGALREKPHQYANSTSFLPKGSALANQQAI

L
V

I
L
M

S
A
V
R
I
L
VKIMGHGLNDIAEKRRLVPQDGRVRYF

NTDB id 1028 TT RS08215 WP 011173991.1 LELDESAAQKFVKQVIREAFLQDASDIHIEPRQNDVQVRLRIDGALRPYSTLPKGALNAVISVVKIMGGLNIAEKRLPQDGRVRY 584
NTDB id 39920 DEIPR RS06640 WP 013615072.1 TALDDNAVVRTVENLIREAVLQDVSDIHIEPTETELLVRYRIDGALRKHASLPKGSAQALLARIKIMGGLDIAERRVPQDGRVRF 574
NTDB id 1306 DR RS10060 WP 027479822.1 SVADESAIVQVVDSIIREAALQDASDIHIETTEDAVKVRYRIDGALREQNSFPKGAAQQIMARLKIMGHLDIAERRVPQDGRVRF 581
consensus * *!**!*** !***!!!! !!!*!!!!!!*** ** !!*!!!!!!! **!!!*********!!!!*!*!!!*!*!!!!!!!*

logo

K
R
E
KGSAIDI

L
VDLRLSTLPTVYGEKAVMRLLKQKAESDNIPE I

L
VEDQLGFASDEPGHYVNYFAERRFYKLTE I

V IDESRKPYNGI FL IVTGPTGSGKSFTCSTFS ITLKR IATKPDE
NTDB id 1028 TT RS08215 WP 011173991.1 REGAIDVDLRLSTLPTVYGEKAVMRLLKKASDIPEIEDLGFAPGVFERFKEVISKPYGIFLITGPTGSGKSFTTFSILKRIATPD 669
NTDB id 39920 DEIPR RS06640 WP 013615072.1 RKGAIDIDLRLSTLPTVYGEKAVMRLLQKAENIPEVEQLGFSDHNFRRYLEVIDKPNGIFLVTGPTGSGKSFTSFSTLKRIAKPE 659
NTDB id 1306 DR RS10060 WP 027479822.1 KKGSIDLDLRLSTLPTVYGEKAVMRLLQKASNIPELEQLGFSEYNYARYTEIIERPNGIFLVTGPTGSGKSFTCFSTLKRIAKPE 666
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NTDB id 1028 TT RS08215 WP 011173991.1 KNTQTIEDPVEYEIPGINQTQVNPQAGLTFARALRAFLRQDPDIIMVGEIRDSETAKIATEAALTGHLVIATLHTNDAAQAITRL 754
NTDB id 39920 DEIPR RS06640 WP 013615072.1 KNTTTIEDPVEYEIPGIMQSQVNNAAGMTFAKALRAFLRQDPDIIFVGEIRDGETAKIATEAALTGHLVLATLHTNDAAGAIVRL 744
NTDB id 1306 DR RS10060 WP 027479822.1 KNTTTIEDPIEYEVPGIVQSQVNNSTGMTFARALRAFLRQDPDIIFVGEIRDQETAKIAVEAALTGHMVLATLHTNDAPGAVTRL 751
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NTDB id 1028 TT RS08215 WP 011173991.1 DEMGVEPFNISAALIGVLSQRLVRRVCEHCKVEVKPDPETLRRLGLSEAEIQGARLYKGMGCERCGGTGYKGRYAIHELLVVDDE 839
NTDB id 39920 DEIPR RS06640 WP 013615072.1 EEMGVELFNIGAAVIGVLAQRLVRRVCKDCAQPTAADPEVLRRLGLSDADIQGATLMKGAGCPRCGGTGYKGRTGIHELLVIDDT 829
NTDB id 1306 DR RS10060 WP 027479822.1 EEMGIENFNISAAVMGVLAQRLVRRVCSECKQPTNADPEVLRRLGISERDIRGANLMRGTGCPRCGGTGYKGRMGIHELMVMDDS 836
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NTDB id 1028 TT RS08215 WP 011173991.1 IRHAIVAGKSATEIKEIARR.KGMKTLREDGLYKALQGITTLEEVLARTIE 889
NTDB id 39920 DEIPR RS06640 WP 013615072.1 IRRAINSGKTATDIKDIAIEEGDMWTLRTDGIHKALQGITTLEEVLAVTSN 880
NTDB id 1306 DR RS10060 WP 027479822.1 LRRTIGAGRPAAEIRDVALGESGLRSLRQDGIEKALQGLTTLEEVLAVTAS 887
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