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NTDB id 399185 GIG89 RS02205 WP 019292408.1 DIDPNNLPDDPEEFEQLMTDFFGRVEDLKQNGGTMA.....DTSTTETKETKVENKPDPDFVFYSLEFENMSQLLTAVKN 154
NTDB id 603 KW2 RS09195 WP 011676802.1 LGEGGEIPDDPEEFEELMTGFYNKLNEIGADMARERGITDFKPGLGLPGAKKEEAEHEPDFIYYSIRYDDMMSVLTGIKN 160
NTDB id 609 V4T04 RS04795 WP 349651757.1 LGEGGEIPDDPEEFEELMTGFYNKLNEIGADMARERGITDFKPGRGLPGTKKDEAEQEPDFIYYSIRYEDIMSVLTGIKN 160
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NTDB id 399185 GIG89 RS02205 WP 019292408.1 VKIDAEESELYSYEDKFYLIILDNQKSKGKTAVSSMRARMLEYGQETINSRETLQEYGEILINTRALEVLSKI 227
NTDB id 603 KW2 RS09195 WP 011676802.1 VKFADEESEFYRYDGNFYLVVLDNQKAKGKMHVESTRSRMMEYGEATKMSREFLQEYGECLITTRALDVLRKI 233
NTDB id 609 V4T04 RS04795 WP 349651757.1 VKFADEESEFYRYDGNFYLVVLDNQKEKGKMHVESTRSRMMEYGEATKMSREFLQEYGECLIATRALDVLRKI 233
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