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MRNRLDLHGL
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A
I
D
H
L
WLRLVALLPRACPGCGAGQLGQRAAGLCDWHRCRAEGLRPRVERHSPLSAPFQAQETPHLVTLGRYQGPVPVRRAVRALKYGGQARDE

NTDB id 39912 DEIPR RS03475 WP 013614452.1 MRNRLDLHGLAHWLRLALPRACPGCGGQLGQAAGLCWHCRAGLRPRVERHSPLSPFQEPHLVTLGRYQGPVRRAVRALKYGQARE 85
NTDB id 1312 DR RS07135 WP 027480036.1 .........MIDLLRVLLPRACPGCGAQLGRAAGLCDRCRAELRPRVERHSPLSAQATPHLVTLGRYQGVPRRAVRALKYGGARD 76
consensus ********** * !!* !!!!!!!!!*!!! !!!!! *!!! !!!!!!!!!!!!* !!!!!!!!!!!**!!!!!!!!!! !!*

logo VAGPPVLGGRALLAASAGVPADQSWQI
V
A
V
A
GVVPVPLHPASREQRERGFYNQAEGLLAAQAI

MAADETLGQVPCYALPALALLRTRETRARTAQQQAKLHSAGESERRSQSNLVAGAF
NTDB id 39912 DEIPR RS03475 WP 013614452.1 VAPVLGGLLASAVPDQWQVVGVVPVPLHPARERERGFNQAGLLAAAIADTLQVPYAPAALRRERRTQQQAKLSGEERRQNVAGAF 170
NTDB id 1312 DR RS07135 WP 027480036.1 VAGPLGRALAAGVPASWQIAAVVPVPLHPSRQRERGYNQAELLAQAMAAELGVPCLPLL.TRTRATAQQAKLHASERSSNLAGAF 160
consensus !!**!! !! *!! !!* *!!!!!!!! ! !!!!*!!! !!! !*! ! !!* ! * ! ! ! !!!!!** !! !*!!!!

logo AAVDRAGSAQLVPSEPGATLVL ILLVDDVLTTGHSTLLRACRDEALHRAAQGVETDEFLKYYAAVAVAHR
NTDB id 39912 DEIPR RS03475 WP 013614452.1 AADASQLSEGAVLLVDDVLTTGHTLRACREALRAQGVEEFYYAVAAH 217
NTDB id 1312 DR RS07135 WP 027480036.1 AVRG.AVPPGTLLILDDVLTTGSTLLACRDALHAAGVTDLKYAAVAR 206
consensus ! ** ***! *!**!!!!!!!*!! !!!*!!*! !! * !! !*

X non conserved

X similar

X ≥ 50% conserved


