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NTDB id 399021 GI584 RS16875 WP 153791946.1 MAKAQKSLPKRDEVPEELTWKLDDIFATDDEWDKQWEEVKALLPKFEEFQGKLNDGADKVYQLLQLQDEVSDRLSKLYTY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ......MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVY 74
consensus ****** * ! ***! !! ! !!!!! *!* *! !*! * !*! ! ! * ! * !! !*! !
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NTDB id 399021 GI584 RS16875 WP 153791946.1 AHMRYDQDTTNSFYQAMNGKAENLITQASSKMSFITPEILKLDEQTLEQYLQDNEDLRLYKHTLDEINRQRPHVLTEKEE 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ASMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAE 154
consensus !*!* !!!!! !! **!! !! *! ! * !! * !!* ! * * ! !! ! * * ***!!!* !
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NTDB id 399021 GI584 RS16875 WP 153791946.1 VLLAEASEVTDNASQTFGMLNNADLTFPSVKDEQGNEVDLTHGRYINFLESKEQRVRHDAFKAMYDTYGSLKNTFASTIQ 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ELLAAAGDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQ 234
consensus !!! ! ** ** !! *! !!!* !! ! ! !! !*!!!! *! *!!!* *!* !* !!! !! *!*! !*!

logo GVVKKVDHNFYQYAKVRHNYDNSARHQAALANAKNFNIPEKSVYDNSLLVEAS IVHNDKGHLPLLHQRYLVADLRKKVLDGI
L
D
EELHKMYDLVYTPLSVEKDTVDEMTASFL

NTDB id 399021 GI584 RS16875 WP 153791946.1 GVVKKDNFYAKVRNYDSARQAALNKNNIPEKVYDNLVEAIHDGLPLLQRYVALRKKVLDIEELHMYDLYTPLVKDVDMSF 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GVVKVHNYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSE.TETAL 313
consensus !!!! *!* !!!!*! !!!*!!! ! !!! !!! !*! ** *!!!!*!!* !!!!!! **!!*!!!*!!!! * *

logo TYEEQASLQEKKTAVETEAVLAKI
P
F
LGEDEYLSKQGVMVHQARAFNTERWIDVEHEPNKGKRSGAYSGSGAYDSTNAPFYI

MLLMNWQDNTLDNNLFTLAVHELTGHSLMH
NTDB id 399021 GI584 RS16875 WP 153791946.1 TYEQAQETVTEALKPLGEDYLQVMQRAFNERWIDVEENKGKRSGAYSSGAYSTNPYILMNWQDNLNNLFTLAHELGHSMH 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 TYEESLKKAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLH 393
consensus !!! ! ! * !!*! ** !! !!!!!!**!!!!!!!!!! !!! !!***!*!!!! ! !!!!! !! !!!*!

logo STYFYTHRKQHTQPYRVYGDNYPS I FLVAE I
VASTCTNEANI

LLNTENTYLLVEKEKTVDKDDPKETKRFLAF ILLNHFYLDEGFKRGTVFRQTMQFAEFEHANIHEVALADAQDSG
NTDB id 399021 GI584 RS16875 WP 153791946.1 SYYTHKHQPYRYGNYSIFVAEVASTCNEALLNNYLVEKTDDPKEKLFLLNHFLEGFRGTVFRQTMFAEFEHNIHVLAQDG 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 STFTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASG 473
consensus ! *!* *!!! !! !*!!*!!*!!!*!! *! !* !*! * *!!!*!*!!*!!!!!!! !!!!!! !! !
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NTDB id 399021 GI584 RS16875 WP 153791946.1 EALTADRLTELYYDLNKKYFGDDLVVDEEIGLEWARIPHFYYNYYVYQYATGYAAAQSLAAQILEEKEPAVERYLGYLQA 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKA 553
consensus !!!! * !! !!! !!* !! !! !!!!!! !!!!!!!!!!*!!! !! !** !* ! !! !! !



logo GSSDYP I
LEVI

LKKAGVDMTENKTDTPYLVDTANAFLKVFEDEKRLDVELMEAKLLVEKQGVKVHLS
NTDB id 399021 GI584 RS16875 WP 153791946.1 GSSDYPIEVLKKAGVDMTEKTPVTNALKVFEEKLDEMEKLLEQVK... 605
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS 601
consensus !!!!!!*!!*!!!!!!!! ** ! !!!!**! !*! !*! ***
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