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NTDB id 39876 ACAV RS18735 WP 013596150.1 MFSFFKKKPTPAPAAETPSPVP.......ADIAPALPDAMPVSMPAVPE..AGPAAAEAPGTSGAPGAFGWLRNPFARPPAPQDP 76
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETPALEEAQVQETAAKVESEVAQIVGN.IKEDVESLAESVKGRAESAV...ETVSGAVEQVKETV......... 72
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NTDB id 39876 ACAV RS18735 WP 013596150.1 TAPVPPQPGPVAAPMPAVPSPTAAPLPVPQAPELLPATTPPAMAATASEPLPEAGQERKGWLDRLKNGLRKTG....TSIATVFT 157
NTDB id 1118 NGFG RS11455 WP 003696286.1 .AEMPSEAGEAAERV.............ESAKEAVAET.VGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGVFG 142
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NTDB id 39876 ACAV RS18735 WP 013596150.1 GTQISDALYDELEEALLMADTGVKATEHLLQDLRQRVKEARATDPAAVKGLLADALADLLRPLEKPLEIGR.HTPTVIMVAGVNG 241
NTDB id 1118 NGFG RS11455 WP 003696286.1 GGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGING 227
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NTDB id 39876 ACAV RS18735 WP 013596150.1 AGKTTSIGKLTRHLATEGAAVLLAAADTFRAAAREQLGVWADRNTVEIVSQEGGDPAAVSFDAVSAGKARGKDVVLVDTAGRLPT 326
NTDB id 1118 NGFG RS11455 WP 003696286.1 AGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLADTAGRLPT 312
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NTDB id 39876 ACAV RS18735 WP 013596150.1 QLHLMQELQKIKRVITKADGTAPHEVLLVIDGNTGQNALAQVRAFDDALQLTGLIVTKLDGTAKGGVLAAIAQERPIPVYFIGVG 411
NTDB id 1118 NGFG RS11455 WP 003696286.1 QLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVG 397
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NTDB id 39876 ACAV RS18735 WP 013596150.1 EKLEDLETFSAREFAQALLA 431
NTDB id 1118 NGFG RS11455 WP 003696286.1 EGIDDLRPFDARAFVDALLD 417
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