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NTDB id 398726 GII23 RS20950 WP 205884937.1 MDTDTLAIAAGQSQRILRLYHLYRLAIGLALVLLISSDLHNDLLQMSNPQLFSYGAWIYLIVNIVVAVLLQNPTQTVQVL 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIF 80
consensus ! * ! * ! !!!!!!!!!!!! !!! !!!!!!!*!* *! * *! !!* ! !*!!* !!*!!* !*** ! ***
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VGFLLVIAAAVAASLTGL ILYLTFFYLSLSHSPADANTNSHQFYVQAGAGLG
NTDB id 398726 GII23 RS20950 WP 205884937.1 ALALVDVMLLAALFYFAGGTPSGIGNLLIIAVAISNILVRGKVGFLIAAVAATGLIYLTFYLSLSHPAANSQFVQAGALG 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLG 160
consensus !!! !!**!**!!! *!! !!!!! !!**!!!! !!!*!!**! *!!! ! !!*!!!!*!!!!*! ! **!!!!*!!

logo TLCFAAAFLLVI
VQAGLTVRRLQEQAQSTEDTLAEREQRAAEDTVANLEAELNATL I LQRMRTGI LVLVDPSRQAR I

VLLANQAGALGQLMLERQDDSLVQTGATKSLAG
NTDB id 398726 GII23 RS20950 WP 205884937.1 TLCFAAAFLVQGLTRRLQASEDLARQRAADVANLEALNTLILQRMRTGILVLDPRQRVLLANQGALQMLEQDSLTGTKLA 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 TLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLG 240
consensus !!!!!!! **!*! !! *! !! !! !!!!! !! !!!!!!!!!!!!*!*!! *!!!!!*!! *! !! * ! !*
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NTDB id 398726 GII23 RS20950 WP 205884937.1 EHCPDLIARLGQWQNNPTLRAQGLQISSGGPMLQPSFASLQHGERCNTLVFLEDISQIAQQAQQLKLASLGRLTASIAHE 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 RHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHE 320
consensus !*! !**** !! !!*!!** ! * * !! *!!!! !!** * ** !*!!!!!!!!!!!!!!*!!! !!!!!! !!!!

logo I RNPLGAI SHAAQLLQESEEQLDAGPQDRRLATQI IQDHQSKRRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLHQRFVDSEFYPRGSGRLRSNPDR
NTDB id 398726 GII23 RS20950 WP 205884937.1 IRNPLGAISHAAQLLQESEQLDGQDRRLAQIIQDHSRRMNLVIENVLQLSRRRQAEPQLLDLKYWLHRFVSEFRSGLSPR 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 IRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRND 400
consensus !!!!!!!!!!!!!!!!!!! !!**!!!! !!!!!*!*!!!!!!!!!!!!!!!!!!!!! !!!! !!*!!! !** ! *
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NTDB id 398726 GII23 RS20950 WP 205884937.1 QCLHLETIGSSLQTRMDPNQLTQVLTNLVQNGLRYSGQVHDTAQVWLRLYRDESSDLPMAEVLDDGPGVAPEQLSNIFEP 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEP 480
consensus *!!! * *!!!!!!*!! !!!*!!!!!!!!!!*! ! *!!!! ! !!* !!!!* !**!!!!!!*** ! !*!!!

logo FFYTTESKGTGLGLYI
LSRELCESNQAR I

LDYQRNPREPEGGGSCFR ITVFAHPRKLGS
NTDB id 398726 GII23 RS20950 WP 205884937.1 FYTTESKGTGLGLYISRELCESNQARLDYQPRPEGGSCFRIVFAHPRKLG 530
NTDB id 1472 PAKAF RS23995 WP 016253893.1 FFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !*!!!!!!!!!!!!*!!!!!!!!!!!*!! *!*!!! !!!! !!!!!!!
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