
logo MRAGLLMAILGAFLVAGCMALQTAARVPGALLALVLPCRVFWQLPAEQLLPAGSFGLGACLWLALLAMLGAALPLTVAGRLRVLGALMRCLWPFKRLRVPVMTWARVPFLAACFAFACLAFLGFLGVWSADCLWNQRAQLQWRALSDVDVRLAP
NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLA 80
NTDB id 398723 GII23 RS16720 WP 165564186.1 ....MAAL........AVGLLVPCWLPELPAGALLALLGATAVGAMCWKR...TRPFACFALGLVWACWQAQLALDDRLP 65
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLAL........AAGLLLLRFLPQLPSFGWLLALAPVGLL.LLPFR...WRPLAFFLFGLVWACLNAQWALDDRLP 68
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NTDB id 1426 RS RS05575 WP 011001070.1 PAWEGKDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRW 160
NTDB id 398723 GII23 RS16720 WP 165564186.1 VDLDGRTFWLEGVIVGLPATIDGVVRFELTDIQ.SRHAGLPSRLRLGWHG....................GPALRAGERW 124
NTDB id 1199 PSJM300 12650 AFN78592.1 VDLDGRTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGERW 127
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NTDB id 1426 RS RS05575 WP 011001070.1 QLTLRLKRPHSLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYA 240
NTDB id 398723 GII23 RS16720 WP 165564186.1 RLAARLKRPRAMVNPQTFDYEAWLLSRHIGATGTVKAGERVAAS............VTTVGWRDALRQRLAAL.DAHGRS 191
NTDB id 1199 PSJM300 12650 AFN78592.1 RLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTV.EAHGRA 194
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NTDB id 1426 RS RS05575 WP 011001070.1 PVIVALVVGDQSGIAQADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVA 320
NTDB id 398723 GII23 RS16720 WP 165564186.1 GAIAALVVGDDSGLTPGDWQILQDTGTVHLLVISGQHVAMLAGLLYGLVHLLYRLGC.........WPSRLPWLPVACGL 262
NTDB id 1199 PSJM300 12650 AFN78592.1 GAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGI.........WPQRLPWLPWACGL 265
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NTDB id 1426 RS RS05575 WP 011001070.1 AMAAAFAYCLLAGMGVPAQRTLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARI 400
NTDB id 398723 GII23 RS16720 WP 165564186.1 AFGGALGYAWLAGFEVPVQRACVMVAAVLLWRLRYRHLGVWFPLLLALVLVLLANPLVSLQPGFWLSFAAVALLVWVFA. 341
NTDB id 1199 PSJM300 12650 AFN78592.1 AFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR. 344
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NTDB id 1426 RS RS05575 WP 011001070.1 VAADARDDVRRPAWPVRAWRGLRGAARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTALP.EP 479
NTDB id 398723 GII23 RS16720 WP 165564186.1 ......GRLGAAGW....WR...TLLRAQWAMTLGLLPMMLMLGLPVSFSGPLANLVAVPWVSL.TVPFALVGTAALYLP 407
NTDB id 1199 PSJM300 12650 AFN78592.1 ......GRLGVPSW....WR...ALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVP 411
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NTDB id 1426 RS RS05575 WP 011001070.1 WSQP.VLIWAEASFAWLMPWLDALALPGGSVWVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAP 558
NTDB id 398723 GII23 RS16720 WP 165564186.1 LGLGESLLNGVGWSLQGLFSLLAWVAGWQPAWLAPQASGWMLLAASLGALILLLPAGIP...FRLFGGLLMLPLLFVGSE 484
NTDB id 1199 PSJM300 12650 AFN78592.1 W.LGEALLWLAGGLLAVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDS 487
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NTDB id 1426 RS RS05575 WP 011001070.1 APPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPRQGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVM 638
NTDB id 398723 GII23 RS16720 WP 165564186.1 RPPPGRAEIHVLDVGQGLSVLVRTQSHDLLYDAGPRYGRF.DIGERVVVPSLRRLGTRQLDLLLLSHADSDHAGGAQAVL 563
NTDB id 1199 PSJM300 12650 AFN78592.1 RPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPRYGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQ 566
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NTDB id 1426 RS RS05575 WP 011001070.1 AGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWDGVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAML 718
NTDB id 398723 GII23 RS16720 WP 165564186.1 RSLPVRRMLSGEAQA.......LDL.PAVEDCRPGERWRWDEVRFETWRWLR......AGDGNQASCVLAVEAAGERILL 629
NTDB id 1199 PSJM300 12650 AFN78592.1 RAMPVGAVLSGEPER.......LPAALDARSCRTGQRWTWNQVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLL 633
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NTDB id 1426 RS RS05575 WP 011001070.1 AGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVSAQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLR 798
NTDB id 398723 GII23 RS16720 WP 165564186.1 TGDLDSAAEQALLGSRF..NPRSDWLLLGHHGSRTSTSVAFLSAVAPSAALVSRSAHNPFGHPHSEVLHRLDEAGIPLYD 707
NTDB id 1199 PSJM300 12650 AFN78592.1 TGDIDAQAERALVDGGM..EVNARWLLAPHHGSNSSSSAVFLAAVAADGALISRSSHNAFGHPHPAVLKRLQNAGAELHD 711
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logo TDAAERDHTGAVLRSVLI EQVTLRGAGSDFALAGTAGVAPRQRTAGRLMRSRDMWRERPRYFWSRSEAKNELENGVASARLRAETTEPLTAGAGQPVLE
NTDB id 1426 RS RS05575 WP 011001070.1 TDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP... 847
NTDB id 398723 GII23 RS16720 WP 165564186.1 TARDGALRIVLGSF..TAPQGLRWERRFWRENENGSRR......LAAGPVLE 751
NTDB id 1199 PSJM300 12650 AFN78592.1 TAEHGALSLQLGAF..GGARRMRDEPRFWREK.................... 741
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