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NTDB id 398541 GDS87 RS15495 WP 369593162.1 VSGRVAQAIAEKIAAISINSQVLCISHLPQVAAMADHHYFIKKEVNHDRTFTSLLEIDTKARIEEVSRMMSGAEITDLTL 545
NTDB id 352 BSU 24240 NP 390304.2 VSGRVAQAIAEKIHKVSIGSQVLCITHLPQVAAMADTHLYIAKELKDGRTTTRVKPLSKQEKVAEIGRMIAGVEVTDLTK 559
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