logo

NTDB id 397935 GII82 RS19285 WP 015714890.1
NTDB id 128 BSU 37460 NP 391626.1

NTDB id 126 BSU 03770 NP 388259.1

consensus

logo

NTDB id 397935 GII82 RS19285 WP 015714890.1
NTDB id 128 BSU 37460 NP 391626.1

NTDB id 126 BSU 03770 NP 388259.1

consensus

logo

NTDB id 397935 GII82 RS19285 WP 015714890.1
NTDB id 128 BSU 37460 NP 391626.1

NTDB id 126 BSU 03770 NP 388259.1

consensus

logo

NTDB id 397935 GII82 RS19285 WP 015714890.1
NTDB id 128 BSU 37460 NP 391626.1

NTDB id 126 BSU 03770 NP 388259.1

consensus

logo

NTDB id 397935 GII82 RS19285 WP 015714890.1
NTDB id 128 BSU 37460 NP 391626.1

NTDB id 126 BSU 03770 NP 388259.1

consensus

190N Y. RaESt A aot kLo el WO FHRAAL LY LER Al
|

KS V SSiv EK NE R v UNLvLKAL 1Q SNLA Q L

AMTGVISSSSIGEKINEWYMYIRRFSIPDAEYLRREIKQELDQMEEDQDLLYYSLMEFRHNLMLEYLEPLEKMRIEEQP,

AMTGVISSSSIGEKINEWYMYIRRFSIPDAEYLRREIKQELDQMEEDQDLBILYYSLMEFRHNLMLEYLEPLEKMRIEEQP

U - GV I)¥SS G KINEWYRIYIRWFS PDAEWL MEIMQELIG:M 5D LIMLYYSLMEFRH LML YLEPLEKIRJYIE QP

e e

o017 BYVGARER: VELDSREA etk FKCR EGAEFeF sEalV AU

RLSDLLLEIDKKQARLTGLLEYYFNFFRGMYELDQREYLSAIKFFKKAESKLIFVKDRIEKAEFFFKMSESYYYMKQTYF
RLSDLLLEIDKKQARLTGLLEYYFNFFRGMYELDQREYLSAIKFFKKAESKLIFVKDRIEKAEFFFKMSESYYYMKQTYF
BILS LEESYIDSNQADILISGLL YYWUNFFRGMYEWRDIGRE SAIf KMNAEIMKLNFVIYD IE AEF FKM E YYYMKQTYF

S —

VEsEATIR A st L bk Eobeanbadys brgitl RN L ke

SMDYARQAYEIYKE EAYNIRLLQCHSLFATNFLDLKQYEDA SHFQKAYSMAEAEKQPQLMGRTLYNIGLCKNSQSQYE
SMDYARQAYEIYKEEEAYNIRLLQCHSLFATNFLDLKQYEDA SHFQKAYSMAEAEKQPQLMGRTLYNIGLCKNSQSQYE
SR  AYEIVJE EYN R QCHE F N@ DE = EWNAISJHFESAAIRYMA AERRINQLEGRISIYN GLCIRZJQDIN?

O 2 FemAVEEESH L CRYFL ol DRVt Vs gFFFLOLY s
A DYF@BAV@T N L SUNASLTT K TDUAD | AV Q
DATWYFKRATIAVFEESNILPSLPQAYFLITQIHYKLGK DKAHEYHSKGMAYSQKAGDVIYLSEFEFLKSLYLSGPDEEA]
DAIIYFKRAIAVFEESNILPSLPQAYFLITQIHYKLGK DKAHEYHSKGMAYSQKAGDVIYLSEFEFLKSLYLSGPDEEA
IJAIDIYEFIX A WFERSRII WSLPQAYFLITIRIMYKNGKISIDKASJEYH|Y GHEY ISMENDEDBIYINANFEFLINSLYLDIAP EE

0 FEOELES AL ARV Fokes L s VE By

IQGFFDFLESKMLYADLEDFAIDVAKYYHERKNFQKASAYFLKVEQVRQLIQGGVSLYEIEV 381
IQGFFDFLESKMLYADLEDFAIDVAKYYHERKNFQKASAYFLKVEQVRQLIQGGVSLYEIEY| 381
I AeF[R LIQIKI YAD EDJRA  VAKYYMEMNK|YEF)SH YFLENVE ERIQNIOBSINGLYEIE 382

FUT T hsok Dok D Dok Do ok DD LD LD LD Do b Do DDk 1D o DD Dok ook Dok Dok ko D00 Dk D DD Dk L | 1ok

X non conserved
B similar
> 50% conserved

159
159
160

239
239
240

319
319
320



