logo

NTDB id 397909 GII82 RS12840 WP

NTDB id 107 BSU 25570 NP 390435.

consensus

logo

NTDB id 397909 GII82 RS12840 WP

NTDB id 107 BSU 25570 NP 390435.

consensus

logo

NTDB id 397909 GII82 RS12840 WP

NTDB id 107 BSU 25570 NP 390435.

consensus

logo

NTDB id 397909 GII82 RS12840 WP

NTDB id 107 BSU 25570 NP 390435.

consensus

logo

NTDB id 397909 GII82 RS12840 WP

NTDB id 107 BSU 25570 NP 390435.

consensus

logo

NTDB id 397909 GII82 RS12840 WP

NTDB id 107 BSU 25570 NP 390435.

consensus

logo

NTDB id 397909 GII82 RS12840 WP

NTDB id 107 BSU 25570 NP 390435.

consensus

009967776
1

009967776 .

1

009967776
1

009967776

1

009967776

1

009967776

1

009967776 .

1

AL AT R AELLEL R FRE LA R

MRNSRLLLPMAAASATAGITAAAYFPAIFLFILFLLIILIKTRHAFLIIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQF
MRNSRLLLPMAAASATAGITAAAYFPATFLFILFLLITILIKTRHAFLITIVCFFSFILFFVLYAVTDSQNVSSYRQGTYQF
N

ADTERODRS PN RO R 3 L AT AR

KAVIDTIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHI

KAVIDTIPKIDGDRMSMMVETPDKEKWAAAYRIQSAGEKEQLLYIEPGMSCELTGTLEEPNHATVPGAFDYNEYLYRQHI
PELL e rrrrrrrrrrrnt

VTS DML SE LT ALY REELEIL KL VAL

HWNYSVTSIQONCSEPENFKYKVLSLRKHIISFTNSLLPPDSTGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHY|

HWNYSVTSIQNCSEPENFKYKVLSLRKHIISFTNSLLPPDSTGIVQALTVGDRFYVEDEVLTAYQKLGVVHLLAISGLHYV|
PELL e rrrrrrrrrrrrrnt

PR RESILLLFLY LAV S MLASLIERIRA DY VL

GILTAGLFYIMIRLGITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRVRSATAICLSYIVLLLFNP

GILTAGLFYIMIRLGITREKASILLLLFLPLYVMLTGAAPSVLRAALMSGVYLAGSLVKWRVRSATAICLSYIVLLLFNP
Prrrrrrrrr ettt rrrr e rrrr e et

FUEERRHAOSL L FRTELALTRL LS LU DL PRTE L

YHLFEAGFQLSFAVSFSLILSSSIFQQVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGA
YHLFEAGFQLSFAVSFSLILSSSIFQQVKTSLGQLTIVSLIAQLGSLPILLYHFHQFSIISVPMNMLMVPFYTFCILPGA
PELL e rrrrrrrrrrnt

URLLLUOFREFS LIS IR AN R LT L WERLSL

VAGVLLLSLSASFGRLFFSWFDLLISWINRLITNIADVDVFTIMIAHPAPVLLFLFTVTIILLLMAIEKRSLSQLMVTGG

VAGVLLLSLSASFGRLFFSWFDLLISWINRLITNIADVDVFTIMIAHPAPVLLFLFTVTIILLLMATEKRSLSQLMVTGG
PELL b b r e bbb bbbt

T FLEI LSE ) D105 R AT VS R LBt H A

ICCTVMFLLFIYPCLSSEGEVDMIDIGQGDSMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKG
ICCTVMFLLFIYPCLSSEGEVDMIDIGQGDSMFVGAPHQRGRVLIDTGGTLSYSSEPWREKQHPFSLGEKVLIPFLTAKG
N

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 397909 GII82 RS12840 WP 009967776.1
NTDB id 107 BSU 25570 NP 390435.1
consensus

logo

NTDB id 397909 GII82 RS12840 WP 009967776.1
NTDB id 107 BSU 25570 NP 390435.1
consensus

logo

NTDB id 397909 GII82 RS12840 WP 009967776.1
NTDB id 107 BSU 25570 NP 390435.1
consensus

AN

Uil

ML

W/t

il

IKQLDALILTHADQDHIGEAEILLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSPE
IKQLDALILTHADQDHIGEAEILLKHHKVKRLVIPKGFVSEPKDEKVLQAAREEGVAIEEVKRGDVLQIKDLQFHVLSPE

[ T e A A O R I R A e e R I e

AIUHERE Y

LI

L)

APDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMNVFPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKN
APDPASKNNSSLVLWMETGGMSWILTGDLEKEGEQEVMNVFPNIKADVLKVGHHGSKGSTGEEFIQQLQPKTAIISAGKN

I

il

X non conserved
B similar
>507% conserved

776
776

640
640

720
720



