logo

NTDB id 39789 VIBNI RS04400 WP 022603175.1
NTDB id 1157 A1552VC RS03895 WP 001888250.1
consensus

logo

NTDB id 39789 VIBNI RS04400 WP 022603175.1
NTDB id 1157 A1552VC RS03895 WP 001888250.1
consensus

logo

NTDB id 39789 VIBNI RS04400 WP 022603175.1
NTDB id 1157 A1552VC RS03895 WP 001888250.1
consensus

logo

NTDB id 39789 VIBNI RS04400 WP 022603175.1
NTDB id 1157 A1552VC RS03895 WP 001888250.1
consensus

logo

NTDB id 39789 VIBNI RS04400 WP 022603175.1
NTDB id 1157 A1552VC RS03895 WP 001888250.1
consensus

logo

NTDB id 39789 VIBNI RS04400 WP 022603175.1
NTDB id 1157 A1552VC RS03895 WP 001888250.1
consensus

r

st VAV LotV RbE st DL LLDLRL D T N sk

MQDTTSNPNPKYLLMVEDTASVAALYRSYL PL{¢ DIQWIVGTG DA ES |¥3R@PDLILLDLRLPDMTGMDVLERVKENN
.............. MVEDTASVAALYRSYL PL|y DIMIVGTG DA ES [QURIZPDLILLDLRLPDMTGMD VL)@V KN
] ]

KRk kokkkokkkokkk L DL LD L L DDLUtk b b kb UL bkl Lkl Ik I

TSR RO g ST

PDVP FMTAHGSIDTAVEAMR GAQDFLIKPCEADRLRVTVNNAIRKA[EKL NigsiIogy NYQGFIGSSQTMQAVYRTI
PDVP FMTAHGSIDTAVEAMREIGAQDFLIKPCEADRLRVTVNNAIRKASKL | Uy | NYQGFIGSSQTMQAVYRTI
11k % k kDL Lrrrrrrrrrrrrnt

S TAE A A LD AT A A

DSAAJYSKAS FITGESGTGKEVCAEATHAASKRG WPFIAINCAAIPKDLIESELFGHVKGAFTGAST RQGAAEIMADGG
DSAA SKAS FITGESGTGKEVCAEATHAASKRG IWPFIAINCAAIPKDLIESELFGHVKGAFTGAJNT RQGAAEFNADGG
UL sk bbb sk DLk P kbt et

ALELE DOLTRLIR 0TRSO AR TP HEGE ROV L "L

TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRINR
TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLREIR
PELE e rrrrrrrrrer

SUVEIAYL et Ror RSl earselE RCLOI LAV af 1 L L S

G DV EIAYSLLG MSEEEGKEFVRISMNVV FIAYEWPGNVRQLQNVLRNIAVVLNSGEEITLIYMLPPPL NS\ [2#
G DV ETIAYSLLG MS EEGKWFVRIESINAVV FIANYEWPGNVRQLQNVLRNMVVLN GIRIEITLPMLPPPLN[N SENESY
* 1 %

Pk DLk DOLED DD skl bk 0L L 0L b Thsksk!  LLELULLEEEELEEED bl LELL LR LLT *

st BB M o

Q WA FWK SV EIJPLW TEKSAIEQAIEAC GNIP AAMYLDVSPST YRKLQEWIENTTER 463
N BV ARNK SVEEIPLW TEKMAIEQAIEAC GNIP AAWYLDVSPST YRKLQWWNERVKEKEKE RS
Lo

sokskok Dok Dk DLkl D D0 T 00D TP EETEE Nkl DT kLT ok ok ok ok ok ok ok

X non conserved
B similar
>507% conserved

66

160
146

240
226

320
306

400
386



