
logo

MQDTTSNPNPKYLLMVEDTASVAALYRSYLSTPLDGI
LDINTIVGTGKRDAI

VES ILEGERRETPDL I LLDLRLPDMTGMDVLSYASVKESKNSY
NTDB id 39789 VIBNI RS04400 WP 022603175.1 MQDTTSNPNPKYLLMVEDTASVAALYRSYLSPLGLDITIVGTGKDAVESLEERTPDLILLDLRLPDMTGMDVLSSVKSNY 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKS 66
consensus **************!!!!!!!!!!!!!!!!*!! *!! !!!!!*!!*!!* ! !!!!!!!!!!!!!!!!!!! !!

logo PDVP I
V
I
VFMTAHGS IDTAVEAMRHKGAQDFL IKPCEADRLRVTVNNAIRKAGSKLKRNSDPSVDSENKPDNNQNYQGF IGSSQTMQAVYRTI

NTDB id 39789 VIBNI RS04400 WP 022603175.1 PDVPVIFMTAHGSIDTAVEAMRKGAQDFLIKPCEADRLRVTVNNAIRKAGKLRSPSSEPDNNYQGFIGSSQTMQAVYRTI 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 PDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTI 146
consensus !!!!**!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!* * * *!!!!!!!!!!!!!!!!!!!

logo DSAAPSSKAS IVF ITGESGTGKEVCAEAIHAASKRGDEKNPF IA INCAAIPKDL I ESELFGHVKGAFTGAASTDERQGAAEALADGG
NTDB id 39789 VIBNI RS04400 WP 022603175.1 DSAAPSKASVFITGESGTGKEVCAEAIHAASKRGENPFIAINCAAIPKDLIESELFGHVKGAFTGASTDRQGAAELADGG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 DSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGG 226
consensus !!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!* !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !*!!!!!! !!!!

logo TLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRADR
NTDB id 39789 VIBNI RS04400 WP 022603175.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRDR 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 TLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAR 306
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !

logo GDEDVI
VE IAYSLLGFYMSHKEEGKDGFVRFLSAQEQVVDEKRF IREQYEWPGNVRQLQNVLRNAVVVLNEHGRSE ITLDNMLPPPLNLQMPSAVPSDI LNKR

NTDB id 39789 VIBNI RS04400 WP 022603175.1 GEDVVEIAYSLLGYMSHEEGKGFVRFSQQVVDKFIEYEWPGNVRQLQNVLRNAVVLNHGSEITLNMLPPPLNLPSVSDLK 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINR 386
consensus !*!!*!!!!!!!!*!!*!!!! !!! ! !!**! !!!!!!!!!!!!!!!! !!!!*! !!!! !!!!!!! *! * *

logo

A
Q
L
V
NAP

Y
D
LAHKESNTKLVSVEHE I FRPLWLMTEKQSAI EQAI EACDEGNIPKRAAGTYLDVSPSTI

LYRKLQATWKNEKQVKEKEKER
NTDB id 39789 VIBNI RS04400 WP 022603175.1 QVNAYDAKSTKLSVEEIRPLWLTEKSAIEQAIEACEGNIPKAAGYLDVSPSTLYRKLQAWKEQ........ 463
NTDB id 1157 A1552VC RS03895 WP 001888250.1 AL..PLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus **** !* !*!!*!! !!!*!!! !!!!!!!!!*!!!!*!! !!!!!!!!*!!!!! ! ! ********

X non conserved

X similar

X ≥ 50% conserved


