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VL IVGRLTKRDVPDELRYTSPNSGVAAVAGTQTFSTMLAVDNRPQTFNTSNAQNSGDEREADF IPNI
CVI

TWRKQRLQSAETNCFVANYFTLRKKGRSLVAAGVEDGRMLQVTR
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 397347 GE073 RS24830 WP 153784611.1 MLNRVILIGRLTRDPELRYTPSGVAVTQFTLAVDRPFNSQSGEREADFIPIVTWRQLAETCANYLRKGRLAAVEGRMQVR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
consensus !*!!!*!*!!!!*!**!!!!**!*!!**!**!!*! !****!*!!!!!!**!*!!* !!* !!***!!*!**!*!!*!*!
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NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQ.NFNSNQSNG...................SQQ..SGFTSPQ 138
NTDB id 397347 GE073 RS24830 WP 153784611.1 NYENNEGKRVYVTEIIADNVRFLESGNRENAPREEGSYSGGGSSGNGGGGGNYGGGNGGYGGGGQSGGGSQGGGSYGGNR 160
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGG......GSGSGGYNEGNSGG..............GQYFGGGQNDNPFGGNQ 140
consensus !!!!**!*!!*!!!****** *!!*** *!* **********! ** ** ! *****

logo

N
Q
N
T
G
Q
G
N
R

A
G
R

G
N
P

A
G
Q

A
G
S
N
N
S
F
N
T

N
Q
S

A
D
RDPFSADNNDGKQRAP IDI SEDDDLPF

NTDB id 624 LCA RS00040 WP 011373726.1 QTGNAPAANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 397347 GE073 RS24830 WP 153784611.1 ...GGGGGSSNSRDPFSDDGRPIDISEDDLPF 189
NTDB id 113 BSU 40900 NP 391970.1 NNQRRNQGNSFNDDPFANDGKPIDISDDDLPF 172
consensus * * **** * !!!***!**!!!!*!!!!!

X non conserved

X similar

X ≥ 50% conserved


