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NTDB id 39733 TSC RS12595 WP 081454907.1 MRRQGLTLLETLIALAVLGIAFGALLMSQLSNLRVSAQSRYATDAKAAAIRVLEQKSSEVLRSEILQPPSVYIDDPS.......T 78
NTDB id 1031 TT RS04320 WP 011173284.1 .MRKGLTLVEVLVTLVIMGIAFAALLTSQLANLRASAQARFATDAKAAAVQVLERRSAEVLKSEIVPALSPYKDAPLDPDNPSGN 84
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VTLMGRRVT
NTDB id 39733 TSC RS12595 WP 081454907.1 NRSFYFVDYFYGCPSRVNPAFPLRDGSQNNLR.QVRCSGQEQEGNSSVEWLIFGESGTLGEGVVTIVVTATHDRGPKITMGRRVT 162
NTDB id 1031 TT RS04320 WP 011173284.1 WRSFYFVDYYFSCPTRVAPSPKQRGGSVANLRPGLTCSGTETIFGIPVAWDIRGENGILGEGVVTVVVTATHPRGPKVTLGRRVT 169
consensus !!!!!!!!** !!*!! ! ** ! !! !!!* * !!! ! *! ! ! !! ! !!!!!!!*!!!!!!*!!!!*!*!!!!!

logo CYDVYPSPTQDKQPAPCPPPGGGRP
NTDB id 39733 TSC RS12595 WP 081454907.1 CYDVYPSPTQDKPAPCPPPGGGRP 186
NTDB id 1031 TT RS04320 WP 011173284.1 CYDVYPSPTQDQPAPCPPPGGGRP 193
consensus !!!!!!!!!!! !!!!!!!!!!!!

X non conserved

X similar

X ≥ 50% conserved


