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NTDB id 39732 TSC RS12590 WP 081454906.1 MKGRGFTLIEVLVAIGLLAIILGVAVRYFINSSELARENQTRSELQDRVRMVMQVVSGDLQMAGARYWNSGDQNKGFSLPAGKVL 85
NTDB id 1032 TT RS04325 WP 011173285.1 .MKRGFTLVEVLVAMAILVVVLAVGVRYFASTSELARNTQARSELQDRVRMVMQVVTADLQMAGARYWNSGNQNQAFSLPLPP.L 83
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MLALDIQVYLQCSDNGDSRKVDNETP
NTDB id 39732 TSC RS12590 WP 081454906.1 QGNNDGPKDTVSLYYVTSLRGKSEACRRVDYDFVNDTLRRSDVNATPTTGNDCTEPAPSYQPLAEGILALDIVYLCSNGDRVNEP 170
NTDB id 1032 TT RS04325 WP 011173285.1 SGSNMGPKDTLTLYYVTSLRDLASACRRVDYGFEGDTLRRSDVNATPSSGSDCTTPPPNSQPLAEGMLALDIQYQCSDGSRKDTP 168
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KVETVAIGYSLNTPSMVKTANPVGPAQNSLTTVSTGNEKPTLASCPQVGRAGCYALRTQEVLMPNLKPLPQTP

NTDB id 39732 TSC RS12590 WP 081454906.1 DCGADAYPRSAIVEVIGYSLNPMKAVGPQNLTTVSNEPLSCPVGRGCYALRQEVLMPNLKPLPQ. 234
NTDB id 1032 TT RS04325 WP 011173285.1 DCGTDAYPRSAKVTVAGYSLTSVTNPGPASLTTVTGKTLACPQGRACYALTQEVLMPNLKPLPTP 233
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